
 

  

a b
Col-0 GGAGAGAGAAATGGCGACGGCATCGGAAAATTCAAG
a1 GGAAAGCGAAATGGCGACGGCATCGGAAAATTCAAG

GGAAAGCGAAATGGCGACGGCATCGGAAAATTCAAGa2

GGAGAGAGAAATGGCGACGGCATCGGAAAATTCAAG
GGAAAGCGAAATGGCGACGGCATCGGAAAATTCAAG

GGAAAGCGAAATGGCGACGGCATCGGAAAATTCAAG
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Col-0 TCCAAAGGTAATCGATACTAATTTGGCTTTGACTCTCTATCCAA
a1 TCCAAAGGTAA-----------------TAGACTCTCTATCCAA

TCCAAAGGTAATAGA-----------------CTCTCTATCCAAa2

TCCAAAGGTAATCGATACTAATTTGGCTTTGACTCTCTATCCAA
TCCAAAGGTAA----TA-------------GACTCTCTATCCAA
TCCAAAGGTAA----TA-------------GACTCTCTATCCAA
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Col-0 TTTATATTATAAAGATCCTATCGTTTCTAGATATTTCCTGGACC
a1

TTTATATTATAAAGATCCTATCAGTTTTAGATATTTCCTGGACC

TTTATATTATAAAGATCCTATCGTTT-TAGATATTTCCTGGACC

a2

TTTATATTATAAAGATCCTATCGTTTCTAGATATTTCCTGGACC
TTTATATTATAAAGATCCTATCAGTTTTAGATATTTCCTGGACC
TTTATATTATAAAGATCCTATCAGTTTTAGATATTTCCTGGACC
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