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Consensus GGGGACGTGGTGTCAETGTCAGATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGAAGACCTGTGTTACACCAGGCCTGTGGTGGGATTCAAGTTTATCAATGGGAGCGARCTGTTTGCKGGCCAGCTGGGTCCCAGGAACGAGATTGTGCTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAARGTGATTGAGCTCTATTCTAAAACAGAGAAAAGGCTGTCCAAC
Frame 1 'G D'V VvV SV S!D Cll!SsSIVM D Q K SIMIFIVM H K NEIM® KIV P G KBEBEEDFI®WNC Y T R PIM 'V G F K FII'N G SEENI™TF A G QMG P R NBFERM | VI S T S QIVEERNmV I CIQ H S CEBBEEH Y F'Q A G N QMY Y K Y KID Y Y YIV S TEHE NP TID I P THEHEE H TEMIO T THES NFES SPFEVEEENTI D F KEV I'BEREY Y S K THEHEE K RPFEE S N
1. H7-5D c1 ATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGANGABCTGTGTTACACCAGGCCTGTGGTGGGETTCAAGTTTATCAATGGGAGCGAGCTGTTTGCGGGCCAGCTGGGTCCCAGGAACGAGATTGTACTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAAGGTGATTGAGCTCTATTCTAAAACAGABAAAAGGCTGTCCAAC
Frame 1 C I S VD Q K S V F V HJIKNMTEK V P G KMED L C Y TR PV V G F K F I NG S E L F AGOQLSGZ PU RINTIETIUVILSTSAQVEVTCQHSTCETHTZY F QAGNAGQMYK Y KODVY Y Y VSTLNILTOD I PTILHTMITILNTILISTLVENSNIDTFIKUV I ELY S KTTETKT RTL S N
2.H7-5D 2 ATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGAIGATCTGTGTTACACCAGGCCTGTGGTGGGETTCAAGTTTATCAATGGGAGCGAGCTGTTTGCGGGCCAGCTGGGTCCCAGGAACGAGATTGTACTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAACACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAAGGTGATTGAGCTCTATTCTAAAACAGAAAAAAGGCTGTCCAAC
Frame 1 C I S VD Q K S V F V HIKNMTK V P G KEBMED L C Y T R PV V G F K F I NG S E L F A Gl GUPI RINTETIVILSTSQVEVTCQHSTCETHTY F QAGNAGQMYK Y KDVY Y Y VvVeNT L N L TOD I P TLHTMTI TILNTILISLVENIDTF KV I ELY S K TTETZKT RTL S N
3. H7-U GTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGAWGACTGTGTTACACCAGGCCTGTGGTGGGETTCAAGTTTATCAATGGGAGCGAGCTGTTTGCBGGCCAGCTGGGTCCCAGGAACGAGATTGTICTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAABGTGATTGAGCTCTATTCTAAAACAGABAAAAGGCTGKCCAAC
Frame 1 Il S VD Q K S V F V H K N M K V P G KEB®D L C Y T R PV V G F K F I NG S E L F A G L GPI RI NIETI VL ST SQV EVCQH ST CEUHYTFQQAGNA GQGMY KUY KDVYVYYVSTLNILTDI PTLHTMI TILNTILISTLVENIDTFIKUVIELY S KTTETZ KT R LMNEN
4.H7-P 3 ATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGAAGACCTGTGTTACACCAGGCCTGTGGTGGGATTCAAGTTTATCAATGGGAGCGAGCTGTTTGCGGGCCAGCTGGGTCCCAGGAACGAGATTGT GCTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAAGGTGATTGAGCTCTATTCTAAAACAGAGAAAAGGCTGTCCAAC
Frame 1 C I S VD Q K S V F V HIKNMTEKV P G KETD LT CY T R PVV G F KT F I NGSZETLTFAGOQLTGT PH RINZIETIUVILSTSAQVEJVT COQHSTCETHTYF QAGNAGQMYK Y KODVY Y Y VSsSTLNILTOD I PTILHTMITTILNTIULISTLVTENIDTFIKUV I ELY S KTTETKT RTL SN
5.H7-1D GGGGACGTGGTGTCAGTGTCAGATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATAT GAAGGTACCTGGCAAAGAAGACCTGTGTTACACCAGGCCTGTGGTGGGATTCAAGTTTATCAATGGGAGCGAACTGTTTGCTGGCCAGCTGGGTCCCAGGAACGAGATTGTGCTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAAAGTGATTGAGCTCTATTCTAAAACAGAGAAAAGGCTGTCCAAC
Frame 1 G DV V SV S DT C I S VDK SV F V HJZ KT NMTEKUVUZPGT K EDLTCY T RUZPVV G F KT FINZGJSIETLTFIA AGSOQLTGT PR RNTETIVIL ST S QV EVCQHSTCEUHYTFQAGNI2 UGGMYIK Y KDY Y YV S TLNILTDI PTILHTMI TLNILSILWVYENIDTFEFI K VI ELY S K TTET KW RTL SN
6. H7-P 1 ATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGAAGACCTGTGTTACACCAGGCCTGTGGTGGGATTCAAGTTTATCAATGGGAGCGAACTGTTTGCTGGCCAGCTGGGTCCCAGGAACGAGATTGT GCTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCAGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAAAGTGATTGAGCTCTATTCTAAAACAGAGAAAAGGCTGTCCAAC
Frame 1 C I S VD Q K S V F V HIKNMTKV P G K ED L CVY TR PUVV G F KTZF F I NGJSZETLTFAGOQLTGTZ PR RNTETIVIL ST SQVEVTZ COQH ST CEUHYTFQAGNO GGMY KUY KDVYVYYVSTLNILTDI PTLHTMI TLNILSTILVENID DT FIKNVI ELY s KTTEZ KW RTL SN
7.H7-P 2 ATTGTATCAGTGTTGACCAAAAGAGCGTGTTTGTGCACAAAAATATGAAGGTACCTGGCAAAGAAGACCTGTGTTACACCAGGCCTGTGGTGGGATTCAAGTTTATCAATGGGAGCGAACTGTTTGCTGGCCAGCTGGGTCCCAGGAACGAGATTGT GCTGTCCACCTCTCAGGTGGAGGTCTGCCAGCACAGCTGCGAGCACTACTTCCGGGCCGGGAACCAGATGTACAAGTACAAGGACTACTACTATGTCAGCACCCTCAACCTGACTGACATACCCACCCTGCACACCATGATTACCCTGAACCTGTCTCTGGTAGAGAATATAGATTTTAAAGTGATTGAGCTCTATTCTAAAACAGAGAAAAGGCTGTCCAAC

Frame 1 c I s v b K SV F V HK N MK V P G K E DL CY TR P V V G F K F I N GG S E L F A G Q L G P R N E IV L S T S Q V E V CQH S CE H Y FIRRA GN Q MY K Y K D Y Y Y Vv s T L N L TOD I P T L H T M I T L N L S L V E N I D F K V I E L Y S K T E K R L S N



