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Table S1: Different species of microorganisms in Cr remediation.

	Bacteria
	Cr concentration
	%Cr reduction
	Description
	References

	Bacillus
sp. (CSB-4)
	10–500 mg L−1
	90
	Bacillus
sp. (CSB-4) reduced 90% of 100 mg L−1 Cr (VI) at pH 7.0 and temperature 350C in 144 h
	[4]

	Methanothermobacter thermautotrophicus
	0.2- 5 mM
	43.6%
	Methanothermobacter thermautotrophicus reduces 43.6%, 13.0%, and 3.7% at higher Cr6+ concentrations
of 1, 3 and 5 mM, respectively
	[34]

	Bacillus cereus isolate PGBw4 and Bacillus cereus strain ES-4a1
	100mg/L to 500mg/L
	70.67
	Bacillus cereus isolate PGBw4 and Bacillus cereus strain ES-4a1 reduced maximum amount of Cr at 100 mg/L after 48 h of incubation time.
	[35]

	Staphylococcus arlettae strain Cr11
	100 mg L-1, 500 and 1000 mg L-1,
	98, 98, 75
	Staphylococcus arlettae strain Cr11 reduces 100 mg L-1, 500 and 1000 mg L-1 Cr (VI)  in 24 h and 120 h
	[36]

	Sporosarcina saromensis M52
	50-200 mg /L
	100
	100 % reduction was achieved at 350C at pH 7.0-8.5 in 24 h
	[37]

	Pseudomonas stutzeri
	1000 mg L-1,
	-
	Reduction was achieved in 120 h. 

	[38]

	Vigribacillus sp.
	100 mg/L
	90.2 and 99.2
	Reduced 90.2 -99.2 & of Cr within 70 h in presence and absence of 6 wt % NaCL.
	[39]





Characterization and 16S rRNA gene sequencing 
Bacterial morphological characterization like cell morphology, colony count and Gram–reaction was performed. Cell lysis was carried out in ‘B Cube’ lysis buffer by repeated pipetting. After addition of RNAse and “B Cube” neutralization buffer vortexing was done and the tubes were incubated for 30 min. at 650 C in water bath. Centrifugation was done at 14,000 rpm at 10˚C for 15 min, and the supernatant was transferred with the addition of “B Cube” binding buffer to the content following incubation at room temperature for 5 min. The content was transferred to a spin column, and centrifugation was carried out for 2 minutes at 14,000 rpm and repeated twice. 
“B Cube” washing buffer I was added and centrifugation were carried out at 14,000 rpm for 2 mins followed by addition of “B Cube” washing buffer II and centrifugation. “B Cube” Elution buffer was added and was incubated at room temperature for 5 minutes and centrifugation at 6000 rpm for 1min. DNA concentrations were measured by running aliquots on 1% agarose gel. The Partial 16S rRNA gene was amplified by PCR using bacterial universal primers 27F (AGAGTTTGATCMTGGCTCAG) and 1492R (TACGGYTACCTTGTTACGACTT) ([15]Rainey et al. 1996), and PCR products were analyzed at the laboratory of Yazzh xenomics, Chennai. Sequencing reactions were performed using a ABI PRISM® BigDyeTM Terminator Cycle Sequencing Kits with AmpliTaq® DNA polymerase (FS enzyme) (Applied Biosystems). Single-pass sequencing was performed on each template using below 16s rRNA universal primers. The fluorescent-labeled fragments were purified from the unincorporated terminators with an ethanol precipitation protocol. The samples were resuspended in distilled water and subjected to electrophoresis in an ABI 3730xl sequencer (Applied Biosystems). National Center for Biotechnology Information blast was used for sequence similarity (http://www.ncbi.nlm.nih.gov/blast/) [40] and similarity was calculated from the EzTaxon database (http://www.ezbiocloud.net/eztaxon) .  MEGA version 7.0 was used for analysis of 16s rRNA gene sequence data using (MUSCLE) as an alignment, and the result was exported in ‘.mega’ format. Construction of phylogenetic tree was done from the exported data using MEGA version 7 using Neighbor-Joining method [41]. The phylogeny test was executed in Bootstrap method (10000 replications) with Jukes-Cantor substitution model [42] and partial deletion was done for missing data treatment.
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Fig. S1 Phylogenetic tree based on 16s rRNA sequences showing evolutionary relationship between the isolates and Serratia rubidaea
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            Fig. S2 (A) SU.ISM.1 growth curve in MSM; (B) SU.ISM.1 in LB medium




Fig. S3 Total mass conversion of Cr (VI) converted to Cr (III)
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Fig. S4 (A1-A2) bacterial cell surface without Cr (VI) concentration, Smaller and Bigger scan size (B1-B2) Cellular surface after getting exposed to 4 ppm Cr (VI) concentration, Smaller and Bigger scan size (C) Structural changes after treatment of 8ppm Cr (VI) concentration, Smaller and Bigger scan size (D) At 12 ppm of Cr (VI) concentration, Smaller and Bigger scan size  (E) After treatment of 16ppm Cr (VI) concentration, Smaller and Bigger scan size (F) 20ppm Cr (VI) concentration, Smaller and Bigger scan size
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Fig. S5 (a) Exposure to 4 ppm Cr (VI) concentration (b) At 8 ppm Cr (VI) concentration (c) 12 ppm Cr (VI) concentration (d) Treatment of 16 ppm Cr (VI) concentration
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