Order

Xanthomonadales
Vibrionales
Subsectionlll
Subsectionl
Sphingomonadales
Sphingobacteriales
SAR11 clade
Rickettsiales
Rhodospirillales
Rhodobacterales
Rhizobiales
Pseudomonadales
Phycisphaerales
Parwularculales
Order Incertae Sedis
Order lll
Oligoflexales
OCS116 clade
Oceanospirillales
Nitriliruptorales
Myxococcales
Flavobacteriales
Euzebyales
E6aD10

DB1-14
Cytophagales
Corynebacteriales
Cellvibrionales
Caulobacterales
Campylobacterales
Burkholderiales
Bdellovibrionales
BD2-11 terrestrial group
Alteromonadales
Acidimicrobiales
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Family

Algiphilaceae
Alteromonadaceae
Bacteriovoracaceae
Bdellovibrionaceae
Campylobacteraceae
Caulobacteraceae
Cellvibrionaceae
Chitinophagaceae
Colwelliaceae
Comamonadaceae
Cryomorphaceae
Dietziaceae
Erythrobacteraceae
Euzebyaceae
Family Incertae Sedis
Familyl
Flammeovirgaceae
Flavobacteriaceae
Halieaceae
Halomonadaceae
Hyphomicrobiaceae
Hyphomonadaceae
Litoricolaceae
Moraxellaceae

Nitriliruptoraceae

NS11-12 marine group
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log2FoldChange

NS9 marine group
Oceanospirillaceae
Oligoflexaceae

OM1 clade

OM182 clade
P30B-42
Parwularculaceae
Phycisphaeraceae
Phyllobacteriaceae
Porticoccaceae
Pseudomonadaceae
Rhodobacteraceae
Rhodospirillaceae
S25-593
Saprospiraceae
SAR116 clade
SAR86 clade
Solimonadaceae
Sphingomonadaceae
Spongiibacteraceae
Surface 1

Sva0996 marine group
uncultured bacterium
uncultured organism
uncultured Rhizobiales bacterium
Unknown Family

Vibrionaceae

Supplementary Figure S3 - Differential abundance of OTUs present in seawater in summer under natural or no ultra-violet radiation (UVR) conditions. OTUs identified as differentially abundant following analysis using DESeq2 and Benjamini-Hochberg FDR corrections, are represented as circles.
Each colour indicates a different family. Positive log2 fold-change values indicate OTUs with abundances higher under natural UVR conditions compared with no UVR in summer, while negative values indicate OTUs which were more abundant under no UVR conditions compared with natural UVR
conditions in summer. This is a graphical presentation of the DESeq2 results listed in Supplementary File S1.



