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Introduction Mining the ToxCast dataset to define assay sensitivity

ToxCast chemicals were profiled for developmental toxicity To gain insight into the biological pathways and targets associated with the stem cell

potential in two embryonic stem cell assays and processed in the responses, machine-learning was used to mine correlations to 337 enzymatic and

ToxCast data analysis pipeline (tcpl): receptor signaling assays in the ToxCast NovaScreen dataset (NVS). Each NVS assay was

enriched for an AC50 correlation against a hESC-positive or hESC-negative outcome,

- weighted by an assay-specific logistic regression model, processed through the
d metabololc blomgrk.er [Palmer et.al. 2013, BDRBJ; Reactome HSA Pathway Browser (v3.5, database release 63), and independently

[2] mouse dnﬁferenhatmg embryonic stem cell (mESC) adherent enriched for significant pathway associations with the ClueGO plug-in to Cytoscape v3.4
assay [Barrier et al. 2011, Reprod Tox]. (Bonferroni-corrected p < 0.05, minimum 3 genes for a pathway identifier).

[1] human pluripotent H9 stem cell-based (hESC) assay monitoring
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