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FroPF 1.8 predicted propeptide cleawvage sites in ABGAEF48.1, general PC prediction
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FroP 1.8: predicted propeptide cleavage sites in ACK4E8468.1, general PC prediction
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e I‘ L1l II] |;||||||| il 1 |.||l| |||| |‘|.| I il I ||\ [
5] caa 468 =15 1c] =15 1c] 1o@a 12648

Sequence position

D

Propeptide cleavage potential

m

Propeptide cleavage potential

-n
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FroP 1.8! predicted propeptide cleavage sites in AFH97Z268.1, general PC prediction
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FroP 1.8: predicted propeptide cleavage sites in ACK46E6B.1, general PC prediction
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FroF 1.8! predicted propeptide cleavage sites in AQT26492.1, general PC prediction
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