Supplementary Table 3: Somatic point mutation, RNA expression, somatic copy number alteration and DNA methylation of IGF2BP in breast cancer based on data from COSMIC database (https://cancer.sanger.ac.uk/cosmic). 

	
	Points mutations 
	RNA expression
	Copy number
	DNA methylation

	
	Mutated
(%)
	Total tested
samples
	Over-expressed (%)
	Total tested samples
	Gain 
Copy
(%)
	Total tested
samples
	Hyper-methylated
	Total tested
samples

	IGF2BP1
	0.4
	2533
	6.8%
	1104
	4.2%
	1544
	7.2%
	707
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