	Table S1. The primer sequence of five target genes

	Target gene
	Position
	Length (bp)
	Sequence (5'-3')

	BOK
	Left
	19
	cagcacccgaacacatctt

	
	Right
	18
	ggggtctccgagggttag

	
	
	
	

	NUMBL
	Left
	18
	tgttgtcatgggggaggt

	
	Right
	23
	gaagaagttgcttaagcctcaaa

	
	
	
	

	CD276
	Left
	19
	tgggagcactgtggttctg

	
	Right
	19
	agtgccaccactgggtctt

	
	
	
	

	ATP11A
	Left
	23
	gcagtcaaccatctttatgcttt

	
	Right
	20
	gaggggtgaattctgagtcg

	
	
	
	

	GAPDH
	Left
	22
	ccccggtttctataaattgagc

	
	Right
	19
	cttccccatggtgtctgag





	Table S2. Total RNAs of 13 patients 

	No.
	Sample amount per 30μl
	260 / 280

	1
	30926.7 ng
	2.04

	2
	1314 ng
	1.97

	3
	1763.4 ng
	2

	4
	11319 ng
	2.03

	5
	1473 ng
	2.01

	6
	7366.2 ng
	2.04

	7
	2583 ng
	2.06

	8
	3315 ng
	1.95

	9
	2349 ng
	2.01

	10
	2436 ng
	1.96

	11
	2592 ng
	1.95

	12
	4803 ng
	2.08

	13
	7241.4 ng
	2.02



