Supplementary Figure 2. Nucleotide and deduced amino acid sequences of the cDNA encoding the goose LRP8. The letters underlined indicate the start codon (ATG) and the stop codon (TGA) is indicated with an asterisk. Cysteine residues are in bold. The cleaved signal sequence is boxed at the N-terminus. The eighth cysteine-rich repeats are underlined and in bold. Two potential sites of N-linked glycosylation (N-X-S or N-X-T) are indicated by double underline. The 23-amino-acid putative transmembrane domain is shaded. The FDNPVY sequence targeting the receptor to coated pits is marked by a wavy underline.
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                                                                                              GC   -2
ATGTGCCGGCCTGCGCTCGCCCGGCTGCTGCTGCTGCAGCTGCTGCTGCTGAAGCTGCACCTCGGCAAAGGCGGCGTCAAGGAGTGCGAG   90
 M  C  R  P  A  L  A  R  L  L  L  L  Q  L  L  L  L  K  L  H  L  G  K  G  G  V  K  E  C  E    30
GAGGACCAGTTCCAGTGCCGGAACGAGCGCTGCATCCCCGCCATCTGGAAGTGCGACGAGGACGACGACTGCTCGGATAACAGCGACGAG   180
 E  D  Q  F  Q  C  R  N  E  R  C  I  P  A  I  W  K  C  D  E  D  D  D  C  S  D  N  S  D  E    60
GCGGATTGCCCAAAGAAAACTTGTGCTGAGTCAGATTTCACTTGTGACAACGGCCACTGCATCCCAGCCAGGTGGAAATGTGACGGGGAA   270
 A  D  C  P  K  K  T  C  A  E  S  D  F  T  C  D  N  G  H  C  I  P  A  R  W  K  C  D  G  E    90
GAAGAATGTCCTGATGGGTCAGATGAGTCAGAAGCAGCATGCACCAAACAAGTATGCCCAGCTGAAAAAATTAGCTGTGGAGACTCAAGC   360
 E  E  C  P  D  G  S  D  E  S  E  A  A  C  T  K  Q  V  C  P  A  E  K  I  S  C  G  D  S  S    120
AACAAATGTATCCCATCGTCCTGGAGATGTGATGGGCAGAAGGACTGTGAAAGTGGCATTGATGAGGCTGGTTGCACTCCTGCCTGTTCT   450
 N  K  C  I  P  S  S  W  R  C  D  G  Q  K  D  C  E  S  G  I  D  E  A  G  C  T  P  A  C  S    150
CCCAATGAGTTCCAGTGCAGTAACAAGACGTGCATCTCCATCATCTTTGTGTGTGACGGGGACAACGACTGCGGGGACGGCAGCGATGAA   540
 P  N  E  F  Q  C  S  N  K  T  C  I  S  I  I  F  V  C  D  G  D  N  D  C  G  D  G  S  D  E    180
CGAAAATGCTCCCCTCTGACCTGCAACCCCAACGAGTTCCAGTGCAACAACAGCGTGTGCATCCCGGAGCTGTGGGTCTGCGACAACCAG   630
 R  K  C  S  P  L  T  C  N  P  N  E  F  Q  C  N  N  S  V  C  I  P  E  L  W  V  C  D  N  Q    210
CCGGACTGCGACGATCAGTCGGACGAATCCGTAGAAAAGTGTGGCTACGATGCCAAGGCCCTCAACACCTGCGCAGCTCACGAGTTCCAG   720
 P  D  C  D  D  Q  S  D  E  S  V  E  K  C  G  Y  D  A  K  A  L  N  T  C  A  A  H  E  F  Q    240
TGTGGCAACGGCGAATGCATCCACCTCAACTGGAAGTGCGATGGGGACGAGGACTGCAAGGACAAGTCCGACGAGCAGGATTGCCCTCTG   810
 C  G  N  G  E  C  I  H  L  N  W  K  C  D  G  D  E  D  C  K  D  K  S  D  E  Q  D  C  P  L    270
GTGACCTGCCGGCCGGATGAATTCCAGTGTGGGGATGGGACCTGCATCCACGGAGCAAAGCAGTGTGACAAGGTGCACGACTGTCCTGAC   900
 V  T  C  R  P  D  E  F  Q  C  G  D  G  T  C  I  H  G  A  K  Q  C  D  K  V  H  D  C  P  D    300
AACAGTGACGAGGCAGGCTGCGTCCAAGAGTCAGCATGTGAAAGTCCCAGCAAGTTTCAGTGTAAGAGTGGAGAGTGCATTGACGGAGGC   990
 N  S  D  E  A  G  C  V  Q  E  S  A  C  E  S  P  S  K  F  Q  C  K  S  G  E  C  I  D  G  G    330
AAAGTGTGCGATTCACATAGAGACTGCAGGGACTGGTCTGACGAGCCTCTGAAAGAATGTGGTATTAATGAATGCTCTATGAACAACGGT   1080
 K  V  C  D  S  H  R  D  C  R  D  W  S  D  E  P  L  K  E  C  G  I  N  E  C  S  M  N  N  G    360
GGTTGCTCACACATATGCAAAGACTTGAAGATTGGTTATGAATGTGAATGCCCGCCCGGATACAAGCTTCTGGATAAAAAAACGTGCGGA   1170
 G  C  S  H  I  C  K  D  L  K  I  G  Y  E  C  E  C  P  P  G  Y  K  L  L  D  K  K  T  C  G    390
GACATAGATGAATGTGAGAGTCCAGACGCTTGTAGCCAGATCCGCATTAATTACAAGGGGGACTACAAATGTGAGTGCTACGAGGGATAT   1260
 D  I  D  E  C  E  S  P  D  A  C  S  Q  I  R  I  N  Y  K  G  D  Y  K  C  E  C  Y  E  G  Y    420
GAGATGGACACCCTGTCCAAGAACTGCAAAGCCGTAGGCAAGAGTCCATACCTGATCTTCACCAACCGCCATGAGGTCCGTAAGATAGAC   1350
 E  M  D  T  L  S  K  N  C  K  A  V  G  K  S  P  Y  L  I  F  T  N  R  H  E  V  R  K  I  D    450
CTGGTGAAAAGGGACTATTCTCGCATCATTCCCATGCTGAAAAACGTTGTGGCACTGGATGTGGAGGTGGCAACAAACAGAATATATTGG   1440
 L  V  K  R  D  Y  S  R  I  I  P  M  L  K  N  V  V  A  L  D  V  E  V  A  T  N  R  I  Y  W    480
TGTGATTTATTCTACCGAAAAATCTACAGTGCCTACATAGACAAAGCGAGCGACACAGCTGAGCAGGTGATTCTGATAGACAGCCAGCTG   1530
 C  D  L  F  Y  R  K  I  Y  S  A  Y  I  D  K  A  S  D  T  A  E  Q  V  I  L  I  D  S  Q  L    510
AACTCTCCTGAAGGGCTGGCAATAGACTGGGTTCATAAGAATATCTACTGGACGGATTCTGGAAACAAGACTATCTCGGTGGCCACCGCA   1620
 N  S  P  E  G  L  A  I  D  W  V  H  K  N  I  Y  W  T  D  S  G  N  K  T  I  S  V  A  T  A    540
GATGGAAGCAGGAGGAGGACGCTTTTTAACAGAGACCTCAGTGAGCCGAGAGCCATTGCTGTTGACCCCACAAGGAGGTTCATGTACTGG   1710
 D  G  S  R  R  R  T  L  F  N  R  D  L  S  E  P  R  A  I  A  V  D  P  T  R  R  F  M  Y  W    570
TCTGACTGGGGAGACAAAGCTAAGATTGAGAAAGCAGGCCTCAATGGCGTGGGGCGGCGAGTGCTGGTGGCTGACAACATCGGGTGGCCA   1800
 S  D  W  G  D  K  A  K  I  E  K  A  G  L  N  G  V  G  R  R  V  L  V  A  D  N  I  G  W  P    600
AATGGCATCACGCTTGATTTGCTGAATCAGCGTCTCTACTGGGTAGACTCCAAACTGCATTCACTGTCCTGCATTGATTTCAATGGCAGC   1890
 N  G  I  T  L  D  L  L  N  Q  R  L  Y  W  V  D  S  K  L  H  S  L  S  C  I  D  F  N  G  S    630
AACAGAAAAGTTCTGATCTCCTCTGTTGATGATCTGAGCCATCCTTTCGGCTTAGCAGTGTTTGAGGACAGAGTGTTCTGGACTGACCTG   1980
 N  R  K  V  L  I  S  S  V  D  D  L  S  H  P  F  G  L  A  V  F  E  D  R  V  F  W  T  D  L    660
GAGAATGAAGCAATCTTCAGTGCAAACAGGCTGAATGGCTTGGACATCTCCGTTTTAGCAGAAAATCTCAATAATCCTCATGACATCGTG   2070
 E  N  E  A  I  F  S  A  N  R  L  N  G  L  D  I  S  V  L  A  E  N  L  N  N  P  H  D  I  V    690

 


 

 

 




 





































GTATTTCATGAATTAAAGCAGCCCAAAGCTCCCGATTCCTGTGAGCTCAGCCCCCAGCCAAATGGAGGCTGTGAATATTTGTGTCTTCCT   2160
 V  F  H  E  L  K  Q  P  K  A  P  D  S  C  E  L  S  P  Q  P  N  G  G  C  E  Y  L  C  L  P    720
GCACCTCAGATCTCTCCCCATTCTCCCAAGTACACGTGTGCCTGTCCTGACAATATGCGGCTGGGTCCAGACATGAAAAAATGCTACAAA   2250
 A  P  Q  I  S  P  H  S  P  K  Y  T  C  A  C  P  D  N  M  R  L  G  P  D  M  K  K  C  Y  K    750
GATCTTCCGACTACTTCAGCTACTGTACTGGTTTCTACAACCACAGCATCGCGTACCACCACTGCTTCCACCATGACCCCTGCTGGCAGT   2340
 D  L  P  T  T  S  A  T  V  L  V  S  T  T  T  A  S  R  T  T  T  A  S  T  M  T  P  A  G  S    780
GCCAATACCACCACTGAAGTCATCCCCAAAGCTGTATCAGAAGCTACAGTTACCACCTCAAGTTTTCATCCAACCCCGTCCATCCCGATA   2430
 A  N  T  T  T  E  V  I  P  K  A  V  S  E  A  T  V  T  T  S  S  F  H  P  T  P  S  I  P  I    810
GATTCTGAGATGACCACTGGAAACAGCAATTTATCACAACACTATTCAAATAATGGTCAAGGCTTTGATTCAACTGTGACAGCAGCTGTT   2520
 D  S  E  M  T  T  G  N  S  N  L  S  Q  H  Y  S  N  N  G  Q  G  F  D  S  T  V  T  A  A  V    840
GTTGGAATAGTCATTCCTGTTGTGGTTATTGGCTTGCTGTGCATGGGGGGATACCTCATCTGGAGAAACTGGAAACGGAAGAATACTAAA   2610
 V  G  I  V  I  P  V  V  V  I  G  L  L  C  M  G  G  Y  L  I  W  R  N  W  K  R  K  N  T  K    870
AGCATGAATTTTGATAATCCAGTATATAGGAAGACCACAGAAGAGGAAGATGAAGATGAAATCCACATTGGGCGGACTGCCCAAATTGGA   2700
 S  M  N  F  D  N  P  V  Y  R  K  T  T  E  E  E  D  E  D  E  I  H  I  G  R  T  A  Q  I  G    900
CATGTCTACCCAGCACGTGTAGCATTAAGCCTAGAAGATGACGGGTTGCCATGAGGATACAGTTGCTGCTCCAAACAGAACGCACTGAAC   2790
 H  V  Y  P  A  R  V  A  L  S  L  E  D  D  G  L  P  *                                        917
AAATTTGCTTTGGATCACAAAACCTGCTTCTTCTTTTTAATCGTTATTTATGTTGCAGAAGGGTAACCACAGAGT                  2865

