Table S9. Coverage statistics for sequences of 10 M. m. castaneus and one M. famulus individual.
All figures reported include aligned reads after removing duplicate reads.

Sample H12 H14 H15 H24 H26 H27 H28 H30 H34 H36 M.
famulus
Median coverage 22 35 27 28 27 32 28 44 22 29 25
Mean coverage 21 34 27 28 27 32 29 43 22 31 27
Covered > 0x 092 092 092 092 092 092 093 092 092 0.92 0.88
Covered > 10x 0.82 087 086 086 086 087 086 089 083 084 0.78




