
Supporting Figure S7!
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A! ScEbp2    1-MAKGFKLKELLSHQKEIEKAEKLENDLKKKKSQELKKEEPTIVTASNLKKLEKKEKKADV!
SpEbp2    1-MA-GIESKQRRAQKKAAKA------AMKEKKNKES-NESSTSVEALNEKEMINTIK----!
HsEbp2    1-M-----------------------------------------------------------!
            *                                                           !

ScEbp2   61-KKEVAADTEEYQSQALSKKEKRKLKKELKKMQEQDATEAQKHMSGDEDESGDDREEEEEE!
SpEbp2      ------------------------------------------------------------!
HsEbp2      ------------------------------------------------------------!

ScEbp2  121-EEEEEGRLDLEKLAKSDSESEDDSESENDSEEDEDVVAKEESEEKEEQEEEQDVPL-SDV!
SpEbp2   49---------------SPIIETADTADQENESEGSDE---------------VELSDL-EGI!
HsEbp2    2-------------------DTPPLSDSESES--DESLV----------TD-RELQDAFSRG!
                              ::   ::.*.:*  .:.                :     .  !

ScEbp2  180-EFDSDAD-VVPHHKLTVNNTKAMKHALERVQLPWKKHSFQEHQSVTSE------------!
SpEbp2   79-ELEEDAD-LIRKRKLAINNTVALENIYERIKYP-DDISFVENQAVTTK------------!
HsEbp2   31-LLKPGLNVVLEGPKKAVNDVNGLKQCLAEFK---RDLEWVERLDVTLGPVPEIGGSEAPA!
             :. . : ::   * ::*:. .:::   ..:    . .: *.  **              !

ScEbp2  227--TNTDEHIKDIYDDTERELAFYKQSLDAVLVARDELKRLKVPFKRPLDYFAEMVKSDEHM!
SpEbp2  125----EPIIIENVEDDLARELAFYKQGVSSVKAAFAKLREANVLISRPHDYFAEMLKSDDHM!
HsEbp2   88-PQNKDQKAVDPEDDFQREMSFYRQAQAAVLAVLPRLHQLKVPTKRPTDYFAEMAKSDLQM!
                     :  **  **::**:*.  :* ..  .*:. :*  .** ****** *** :*!

ScEbp2  286-DKIKGKLIEEASDKKAREEARRQRQLKKFGKQVQNATLQKRQLEKRETLEKIKSLKNKRK!
SpEbp2  182-EKVRQELIKEATAKKLSQQAKKQRELKKFGKQVQLAKQEERQREKKETLEKINLLKRKHT!
HsEbp2  148-QKIRQKLQTKQAAMERSEKAKQLRALRKYGKKVQTEVLQKRQQEKAHMMNAIKKYQ---K!
            :*:: :*  : :  :  ::*:: * *:*:**:**    ::** ** . :: *:  :   .!

ScEbp2  346-HNE-IDHSEFNVGVEEE-----VEGKRF--DRGRPNGKRAAKNAKYGQGGMKRFKRKNDA!
SpEbp2  242-GGDLTTEDDFDIALSSASADTFKKGSRSTKSRPQPNPKRQKKNEKYGFGGPKHRSKSNDL!
HsEbp2  205-GF--SDKLDFLEGDQKPLAQRKKAGAKGQQMRKGPSAKRRYKNQKFGFGGKKKGSKWNTR!
                  . :*  . ..        * :    *  *. **  ** *:* ** *: .: *  !

ScEbp2  398-TSSADVSGFSSR-----K-----MKGKTNRPGKSRRAR----RF-427!
SpEbp2  302-DSLAA-TEFGRK-----GLK---NIKSKKRPGKARREKA---RK-333!
HsEbp2  263-ESYDDVSSFRAKTAHGRGLKRPGKKGSNKRPGKRTREKMKNRTH-306!
             *    : *  :              ..:****  * :      !

K287>stop (SL19)!

Ebp2-core domain !


