
A!
Supporting Figure S14!

ScEbp2  175-PLSDVEFDSDADVVP-HHKLTVNNTKAMKHALERVQLPWKKHSFQEHQSVTSE-------!
SpEbp2   74-DLEGIELEEDADLIR-KRKLAINNTVALENIYERIKYP-DDISFVENQAVTTK-------!
HsEbp2   26-AFSRGLLKPGLNVVLEGPKKAVNDVNGLKQCLAEFK---RDLEWVERLDVTLGPVPEIGG!
             :.   :. . :::    * ::*:. .:::   ..:    . .: *.  **        !

ScEbp2  227-------TNTDEHIKDIYDDTERELAFYKQSLDAVLVARDELKRLKVPFKRPLDYFAEMVK!
SpEbp2  125---------EPIIIENVEDDLARELAFYKQGVSSVKAAFAKLREANVLISRPHDYFAEMLK!
HsEbp2   83-SEAPAPQNKDQKAVDPEDDFQREMSFYRQAQAAVLAVLPRLHQLKVPTKRPTDYFAEMAK!
                          :  **  **::**:*.  :* ..  .*:. :*  .** ****** *!

ScEbp2  281-SDEHMDKIKGKLIEEASDKKAREEARRQRQLKKFGKQVQNATLQKRQLEKRETLEKIKSL!
SpEbp2  177-SDDHMEKVRQELIKEATAKKLSQQAKKQRELKKFGKQVQLAKQEERQREKKETLEKINLL!
HsEbp2  143-SDLQMQKIRQKLQTKQAAMERSEKAKQLRALRKYGKKVQTEVLQKRQQEKAHMMNAIKKY!
            ** :*:*:: :*  : :  :  ::*:: * *:*:**:**    ::** ** . :: *:  !

ScEbp2  341-KNKRKHNE-IDHSEFNVGVEEE-----V---EGKRFDRGRPNGKRAAKNAKYGQGGMKRF!
SpEbp2  237-KRKHTGGDLTTEDDFDIALSSASADTFKKGSRSTK-SRPQPNPKRQKKNEKYGFGGPKHR!
HsEbp2  203-Q---KGF--SDKLDFLEGDQKPLAQRKKAGAKGQQ-MRKGPSAKRRYKNQKFGFGGKKKG!
            :   .      . :*  . ..          .. :  *  *. **  ** *:* ** *: !

ScEbp2  392-KRKNDATSSADVSGFSSR-----K-----MKGKTNRPGKSRRAR----RF-427!
SpEbp2  296-SKSNDLDSLAA-TEFGRK-----GLK---NIKSKKRPGKARREKA---RK-333!
HsEbp2  257-SKWNTRESYDDVSSFRAKTAHGRGLKRPGKKGSNKRPGKRTREKMKNRTH-306!
            .: *   *    : *  :              ..:****  * :      !
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