>Bse_RL2_rep_c1017
ATGCATAGCGTAACATCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTTCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAATATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTC
>Bse_RL2_rep_c1023
CCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAATATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCCCGACAATGAAGACGCTCTTAACATGAGTATCCGGGCCAAACGTGAAAATCATCCTGCGTATAATGTAGGGGAACATTCTGTGTGTGACAGTATCAATAGCTGGGTTACCAAAACCACAGCAACGGACATCCACGACAATAGGGTGACTGTGACGGCGGAGATAAATATTAATAACCATTTCTACAAGCAGTACTTTTTTGAAACCAAGTGCATAAATCCAAATCCAGTACCGAGTGGATGCAGGGGCATTGATTCCAGGTATTGGAATTCTTATTGCACCACAACACAGTCATTTGTCATGGCATTAACCATGGAAGGCAATCGGACATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAATCTGACAGCTTC
>Bse_RL2_rep_c1058
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGTATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTTCCCTGCAACATCTGACCTTTATGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCTGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTATGGAGCTCCCCGACAATGAAGATGCTCTTAACATGAGTATCTGGGCCCAACGTGAAAATCATCCTGCGTATAATGTAGGGGAACATTCTGTGTGTGACAGTATCAATAGCTGGGTTACCAAAACCACAGCAACGGACATCTACGACAATAGGGTGATTGTGACGGCGGGGATAAATCTTAATAACCATGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCATTGATTCCAGGTATTGGAATTCTTATTGCACCACAACACAGTCATTTGTCAAGGCATTAACCATGGAAGGCAATCAGGCATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAATCTGACAGCTTC
>Bse_RL2_rep_c1060
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGACTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAACATCTCTAACTACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTATTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACCAAACGTGAAACTCATCCTGTGCATAACCGAGGGGAATATTCTGTGTGTGACAGTATCGATAGCTGGGTTACCAAAACCACAGCAACGGACATCCACGACAATAGGGTGACTGTGATGGTGGATGTAAATCTTAATAACCATTTCTACAAGCAGTACTTTTTTGAAACCAAGTGCACAAATCCAAATCCATTACCGAGTGGGTGCAGGGGCATTGATTCCAGGTATTGGAATTCTTATTGCACCACAACACAGTCATTTGTCATGGCATTAACCATGGAAGGCAATCGGACATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAATCTGACAGCTTC
>Bse_RL2_rep_c1086
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCACCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACAAAC
>Bse_RL2_rep_c1103
ATGCATAGCATAACCTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGTATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTATGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGTGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTATGGAGCTCCCCGACAATGAAGACGCTCTTAACATGAGTATCTGGGCCCAACGTGAAAATCATCCTGCGTATAATGTAGGGGAACATTCTGTGTGTGACAGTATCAATAGCTGGGTTACCAAAACCACAGCAACGGACATCTACGACAATAGGGTGATTGTGACGGCGGGGATAAATCTTAATAACCATCGTCTACAAGCAGTACTTTTT
>Bse_RL2_rep_c1131
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGACTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAACATCTCTAACTACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTATTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACCAAACGTGAAACTCATCCTGTGCATAACCGAGGGGAATATTCTGTGTGTGACAGTATCGATAGCTGGGTTACCAAAACCACAGCAACGGACATCCACGACAATAGGGTGACTGTGATGGTGGATGTAAATCTTAATAACCATGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCACAAATCCAAATCCATTACCGAGTGGGTGCAGGGGCATTGATTCCAGGTATTGGAATTCTTATTGCACCACAACACAGTCATTTGTCATGGCATTAACCATGGAAGGCAATCGGACATCCTGGCGCTTCATTCGG
>Bse_RL2_rep_c1310
ATGAAGGTGCATAGCGTAATGTCCATGCTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACAAACGTGAAACTCATCCTGTGCATAACCGAGGGA
>Bse_RL2_rep_c2194
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGACTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAACATCTCTAACTACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTATTCAGCACTCAGCCCCCACCCTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGGACCAAACG
>Bse_RL2_rep_c3514
ATGCATAGCGTAACCTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGAATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTC
>Bse_RL2_rep_c4864
ATGCATAGCGTAACATCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGAATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACCAAACGTGAAACTCATCCTGTGCATAACCGAGGGGAATATTCTGTGTGTGACAGTATCAGTGTCTGGGTTGCCAACAAAACCAAAGCAATGGACATCAAAGGCAAACCGGTGACTGTGATGGCGGATGTAAATCTTAATAACCATGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAAAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCACC
>Bse_RL2_rep_c4921
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGTATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTTCCCTGCAACATCTGACCTTTATGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCTGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTATGGAGCTCCCCGACAATGAAGATGCTCTTAACATGAGTATCTGGGCCCAACGTGAAAATCATCCTGCGTATAATGTAGGGGAACATTCTGTGTGTGACAGTATCAATAGCTGGGTTACCAAAACCACAGCAACGGACATCTACGACAATAGGGTGATTGTG
>Bse_RL2_rep_c895
ATGCATAGCGTAACATCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCACCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCCCGACAATGAAGACGCTCTTAACATGAGTATCCGGGCCAAACGTGAAAATCATCCTGCGTATAATGTAGGGGAACATTCTTTGTGTGACAGTATCAATAACTGGGTTACCAAAACCACAGCAACGGACATCCACGACAATAGGGTGACTGTGACGGCGGAGATAAATATTAATAACCAATTCTTCAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCATTACCGAGTGGGTGCAGAGGCATTGATTCCAGGTATTGGAATTCTTATTGCACCACAACACAGTCATTTGTCATGGCATTAACAACGGAAGACAATCGGGCATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAATCTGACAGCTTC
>Bse_RL2_rep_c972
ATGCATAGCGTAACGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCTAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGGCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCCCGACAATGAAGACGCTCTTAACATGAATATCCGGGCCAAACGTGAAAATCATCCTGCGTATAATGTAGGGGAACATTCTGTGTGTGACAGTATCAATAGCTGGGTTACCAAAACCACAGCAACGGACATCCACGACAATAGGGTGACTGTGACGGCGGAGATAAATCTTAATAACCATGTCTACAATCAGTACTTTTTTGAAACCAAGTGCATAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCATTGATTCCAGGTATTGGAATTCTTATTGCACCACAACACAGTCATTTGTCATGGCATTAACCATGGAAGGCAATCGGACATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAATCTGACAGCTTC
>GC_RL8_rep_c1593
ATGTCCATGCTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGTAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGGTCTGAAAACATCTCGAAATACAGATCAGCACCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCAGTTCCAGTCGTCTCGTGTTCTGTTCAGCACTCAGCCCCCACGT
>Dde_RL7_rep_c182
ATGATGTATAGCGTAATGTCCATGTTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCCTCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTCGACAATGAAGATGCTCTTAACAGGAATATCCGGGCCAAACGTGAAAATCATCCTGTGCATAACCTAGGGGAACATTCTGTGTGTGACAGTATCAGTGGCTGGGTTAACAAAACCACAGCAACGGACATGTACGGCAATATGGTGACTGTGATGGCGGAGATAAATCTTAATAATGAAGTCTATAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAAATCCACTACTGAGTGAGTGCAGGGGCATTGATTCCAGGCTTTGGAATTCTTATTGCACCAGAACACAGACATTTGTCAGGGCATTAACCATGGCAGGCAATGTGACATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGTGTAATCATTAGAAAAACTGACAACTTC
>Dde_RL7_rep_c307
ATGTATAGCGTAATGTCCATGTTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCCTCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTCGACAATGAAGATGCTCTTAACAGGAATATC

>Ecu_RL8_rep_c378
ATGATGCATAGCGTAATGTCCATGCTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATCGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACCAGCTTTGCTCAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCACCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCATTTCCAGTCACTTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGATGCTCTTAACAGGAATATCCGGACCAAACGTGAAAATCATCCTGTGCATAACCTAGGGGAACATTCTGTGTGTGACAGTATCAGTGTCTGGGTTAGCAACAAAACCAACGCAACGGACATCAAAGGAAATATGGTGACTGTGATGGTAGACATAAATCTTAATAATGAAGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCACTGATTCCAGGCATTGGAATTCTTATTGCACCACAACACAGACATTTGTCAGGGCATTAACCATGGAAGGCAATCGGGCATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAAACTGTCAACTTC
>Ecu_RL8_rep_c757
CTGATGCATAGCGTAATGTCCATGCTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATCGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACCAGCTTTGCTCAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCACCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCATTTCCAGTCACTTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGATGCTCTTAACAGGAATATCCGGACCAAACGTGAAAATCATCCTGTGCATAACCTAGGGGAACATTCTGTGTGTGACAGTATCAGTGTCTGGGTTAGCAAC
>For_RL9_rep_c360
ATGTCCATGCTGTGCTACACTCTGATTATAGCATTTCTGATTGGCACATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCGGCTGTGCTAAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGTGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACCAAACGTGAACATCATCCTGTGCATGACCAAGGAGAACATTCTGTGTGTGACAGTATCAGTGTCTGGGTTGCCAACAAAACTATAGCAACAGACATCAAAGGCAATGTGGTGACTGTGATAGTGGACATAAATTTTAATAATGAAGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTATCGAGTGGGTGCAGGGGCATTGATTCCAGGCATTGGAATTCTTATTGCACCACAAAACAAACATTTGTCAAGGCATTAACCATGGAAGACAATCTGACATTCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCAGTAGAAAAGCTGACAACTTC
>For_RL9_rep_c523
ATGTCCATGCTGTGCTACACTCTGATTATAGCATTTCTGATTGGCACATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCGGCTGTGCTAAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGTGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACCAAACGTGAACATCATCCTGTGCATGACCAAGGAGAACATTCTGTGTGTGACAGTATCAGTGTCTGGGTTGCCAACAAAACTATAGCAACAGACATCAAAGGCAATGTGGTGACTGTGATAGTGGACATAAATCTTCATAATGAAGTCTACAAGCAGTACTTTTTG
>Hbu_RL1_rep_c521
ATGATGCATAGCGTAATGTCCATGTTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAGGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAATTCACGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCCCGTGTTCTGTTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTCGACAATGAAGACGCTCTTAACAGGAATATCCGGGCCAAACGTGAAAATCATCCTGTGCATAACCAAGGGGAACATTCTGTGTGTGACAGTGTCAGTGACTGGGTTATCAAAACCACAGCAACGGACATCCACGGCAATATGGTGACTGTGATGGAGGACATAACTCTTAATAATGAGGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAAATCCACTACAGAGTGAGTGCAGGGGCATTGATTCCGGGCTTTGGAATTCTTATTGCACCAGAACACAGACATTTGTCAAGGCATTAACCATGGTAGGCAATCAGGCATCCTGGCGCTTCATTCGTATTGACACTGCCTGTGTGTGCGTAATCATTAGAAAAACTGACAACTTC
>Hbu_RL1_rep_c597
ATGATGCATAGTGTAATGTCCATGTTGTGTTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAGGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGTAGCAAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTTTTCAGCACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTCGACAATGAAGACGCTCTTAACAGGAATATCCGGGCCAAACGTGAAAATCATCCTGTGCATAACCAAGGGGAACATTCTGTGTGTGACAGTGTCAGTGATTGGGTTATCAAAACCACAGCAACGGACATCCACGGCAATATGGTGAATGTGATGGAGGACATAAATCTTAATAATGAGGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAAATCCACTACAGAGTGAGTGCAGGGGCATTGATTCCAGGCTTTGGAATTCTTATTGCACCAGAACACAGACATTTGTCAAGGCATTAACCATGGCAGGCAATCAGGCATCCTGGCGCTTCATTCGTATTGACACTGCCTGTGTGTGCGTAATCATTAGAAAAACTGACAACTTC
>Hbu_RL1_rep_c786
GGTCCCCCTGCAACATCTGACCTTTCTGACACCAGCTATGCTAAAACTCATGAAGCTCTGAAAACATCTCGAAACACAGATCAGCACTATCCTGCTCCTAAAAAGGCAGAGGATCAAGAATTTGGGTCAGCAGCAAATATCATTGTGGATCCAAAGCTTTTTCAGAAGAGGCGGTTCCAGTCGCCTCGTGTTTTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGACAATGCAAACTCTCTTAATAGGAATATCCGGGCCAAACGTGAAGATCATCCTGTGCATAAACGAGGGGAATATTCTGTGTGTGACAGTGTCGATGTCTGGGTTGCCAACAAAACCACAGCAACGGACATCAGAGGCAATCTGGTGACTGTGATGGTGGATGTAAACATTAATAACAATGTCTACAAGCAGTTACTTTTTGAGACCAAGTGCAGAAATCCAAACCCAGTACCAACTGGGTGCAGGGGCATTGATGCCAGGCATTGGAATTCGTATTGCACCACAACAAACACATTTGTCAAGGCATTAACCATGGAAGGCAATCAGGCATCCTGGCGCTTCATTCGGATTGACAGTGCCTGTGTGTGTGTAATCAGTAGAAAA
>Hbu_RL1_rep_c923
ATGTTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAGGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGAATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGTACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACGCTCTTAACAGGAATATCCGGGCCAAACGTGAAAATCATCCTGTGCATAACAGAGGGGAACATTCTGTGTGTGACAGTATCAGTGTCTGGGTTACCAACAAAACCAAAGCAACGGACATCAAAGGCAATATGGTGACTGTGATGGTGGATGTAAATCTTAATAATGAAGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCACTGATTCCAGGCATTGGAATTCTTATTGCACCACAACACAGACATTTGTCAGGGCATTAACCATGGAAGGCAATCGGGCATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATAATTAGAAAAACTGACAACTTC
>Hbu_RL1_rep_c961
ATGGTGCATAGCGTAATGTCCATGTTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCATGAGGGTCTGAAAACATCTCGAAATACAGATCAGCACCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGTACTCAGCCCCCACCGTTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACGCTCTTAACAGGAATATCCGGGCCAAACGTGAAAATCATCCTGTGCATAACAGAGGGGAACATTCTGTGTGTGACAGTATCAGTGTCTGGGTTACCAACAAAACCAAAGCAACGGACATCAAAGGCAATATGGTGACTGTGATGGTGGATGTAAATCTTAATAATGAAGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCACTGATTCCAGGCATTGGAATTCTTATTGCACCACAACACAGACATTTGTCAGGGCATTAACCATGGAAGGCAATCGGGCATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGCGTAATCATTAGAAAAACTGACAACTTC
>Pmo_RL10_rep_c337
ATGTCCATGTTGTGCTACACTCTGATTATAGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACAAGGCTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAAGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACGCTCTTAACAGGAATTTCCGGGCCAAACGTGAAACTCATCCTGTGCATAACCAAGGGGAATATTCTGTGTGTGACAGTATCAGTGTCTGGGTTGGCAACAAAACCAAAGCAATAGACATCAAAGACAAACCGGTGACTGTGATGGTCGATGTAAATCTTAATAACCATGTCTTCAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTACCAAGTGGGTGCAGGGGCATTGATTCCAGGCATTGGAATTCTTATTGCACCACAACACAGACATATGTCAGGGCATTAACCATGGAAGGCAATCAGGCATCCTGGCGCTTCATTCGGATTGACGCTGCCTGTGTGTGCGTAATCAGTAGAAAA
>Van_RL12_rep_c317
ATGCATAGCGTAATGTCCATGTTGTGCTACACTCTGATTATTGCATTTCTGATTGGCATATGGGCAGCACCAAAATCTGAAGATAATGTCCCTCTGGGCTCCCCTGCAACATCTGACCTTTCTGACACCAGCTGTGCTCAAACTCACGAGGGTCTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTAGACAATGAAGACACTCTTAACAGGAATATCTGGACCAAACGTGAAACTCATCCTGTGCATAACCAAGGGGAATATTCTGTGTGTGACAGTATCAGTGTCTGGGTTGCGGACAAAACCACAGCAACGGACATCAAAGGCAATACGGTGACTGTGATGACGGACATAAATATTAATAATGAAGTCTACAAGCAGTACTTT
>Van_RL12_rep_c673
CTGAAAACATCTCGAAATACAGATCAGCGCCATCCTGCTCCTAAGAAGGCAGAGGATCAAGAACTTGGATCAGCAGCCAACATCATTGTGGATCCCAAGCTTTTTCAGAAGAGGCGTTTCCAGTCACCTCGTGTTCTGTTCAGCACTCAGCCCCCACCATTGTCAAGAGATGAGCAAAGTGTGGAGTTCCTGGACAATGAAGACACTCTTAACAGGAATATCCGGACCAAACGTGAAACTCATCCTGTGCATAACCAAGGGGAATATTCTGTGTGTGACAGTATCAGTATCTGGGTTGCCGACAAAACCACAGCAACGGACATCAAAGGCAATACGGTGACTGTGATGACGGACATAAATATTAATAATGAAGTCTACAAGCAGTACTTTTTTGAAACCAAGTGCAGAAATCCAAATCCAGTACCGAGTGGGTGCAGGGGCATTGATTCCAGGCATTGGAATTCTTATTGCAGCACAACAGACACATTTGTCAAGGCATTAACCATGGAAGGCAATCGGGCATCCTGGCGCTTCCAAATTAAA
>Afe_RL4_rep_c388
GACAATGCAGACTCTCTTAATAGGAATATCCGGGCCAAACGTGGAACTCATCCTGTGCATAACCAAGGGGAATATTCTGTGTGTGATAGTGTCAGTGTCTGGGTTGCCAACAAAACCACAGCAACGGACATCAGAGGCAATCTGGTGACTGTGATGGTGGATATAAACCTTAATAACAATGTCTACAAGCAGTACTTTTTTGAGACCAAGTGCAGAAATCCAAACCCAGTACCAAGTGGGTGCAGGGGCATTGATGCCAGGCATTGGAATTCGTATTGCACCACAACACACACATTTGTCAGGGCATTAACCAAGGAAGGCAATCAGGCATCCTGGCGCTTCATTCGGATTGACACTGCCTGTGTGTGTGTAATCAGTAGAATAACTGAGAACTTTGGA
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