Supplementary Table S5:	Comparison of topological properties of nodes of the suppressor networks in terms of their properties in the PPI network

Mean degree (number of edges), betweenness centrality, and clustering coefficient of the nodes in the PPI network from BioGRID [1] (“All genes”), dosage rescue pairs in BioGRID [1], ts-mutants in suppressor network, and suppressors in the suppressor network. The conditional mutant nodes of our suppressor network, as expected for essential genes, are enriched for high degree (Hahn and Kern 2005; Jeong, Mason, Barabasi and Oltvai 2001) (hubs) and for high betweenness centrality (BC) (Hahn and Kern 2005).  The ts-mutant nodes have a mean degree and BC that are substantially larger than the suppressor or any arbitrary node in the network. The clustering coefficient (CC) of suppressors (as determined via their physical interaction neighbors in the PPI network) is not different from the average yeast gene, while the CC of the ts-mutants is elevated. Because we can calculate network properties for only those genes that appear in the PPI network, the number of nodes analyzed in the suppressor network or the BioGRID dosage rescue network is significantly smaller than the full set.

	
	mean degree ± std err
	mean BC ±std err
	mean clustering coefficient ± std err

	Genes within PPI network [N=4,992 genes]
	8.16 ± 0.003
	9.28 x 10-4 ± 9.6 x 10-7
	0.11048 ± 0.00005

	BioGRID dosage rescue [N=2,125 genes]
	10.98±0.01
	7.9 x 10-3 ± 1.8 x 10-5
	0.152 ± 0.005

	Magtanong et al. (2011) [N=1086] 
	12.64 ± 0.02
	0.035 ± 1.3 x 10-4
	0.1349 ± 0.0002

	Full suppressor network (this work) (N=571 genes]
	7.6 ± 0.03
	0.073 ± 7.6 x 10-4
	0.0932 ± 0.0003

	Suppressor network 
(54 ts-mutants only)
	18.8 ± 0.7
 
	8.53 ± 2.85
	0.159 ± 0.003

	Suppressor network
(517 suppressors)
	6.54 ± 0.02
	0.63 ± 3.83 x 10-4
	0.089 ± 0.003 
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