Supplementary Figure S1. Incidence of the N288D/K313I double SNP variant in human langerin.
Minor allele frequencies of the N288D/K313I double SNP variants in selected human populations, as defined by 1000Genomes [10], and incidences of S. aureus colonization [27] and invasive disease (indicated as number of cases per 100,000 individuals) [28] in the respective populations. 
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