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PacBio RS II Typical Results

Insert Size (bp) Input DNA per prep (ng) 

250 – 500 250 

1,000 – 2,000 500 

5,000 – 10,000 1,000 

Each library prep typically supports >35 SMRT Cells.
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Based on data from E. coli with 10 kb libraries using a 90 minute movie

Read Length:
Average: 4,606 bp
95th Percentile: 11,792 bp
Maximum: 23,297 bp

Throughput 
per SMRT® Cell: 216 Mb
 47,197  reads
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