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C Figure S2
MAMDC2 NC 5 - patient
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TSPO NC 18 NC 19 patient

Methylation [%] 1.5 0.7
# of reads 2681 1416
NC 18 NC 19 patient

Allele G
Methylation [%] 1.0 0.8 0.6 22.4
# of reads 1415 645 769 1066
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