Supplemental Table S1	                             *Indicates experiment shown in Figures.

	Table S1A. Effect of pgrn-1(tm985) mutation on osmotic stress resistance

	Treatment
	Repeat #
	Genotype
	Mean survival ± SD
	N
	P vs. 
control

	Osmotic stress
	1*
	Control 
	0.22 ± 0.08
	N = 60
	--

	
	
	pgrn-1 
	0.42 ± 0.10
	N = 60
	0.03

	
	2
	Control 
	0.41 ± 0.08
	N = 60
	--

	
	
	pgrn-1 
	0.52 ± 0.06
	N = 60
	0.12

	
	3
	Control 
	0.03 ± 0.03 
	N = 60
	

	
	
	pgrn-1 
	0.34 ± 0.04
	N = 60
	0.0004



	Table S1B.  Effect of pgrn-1(tm985) mutation on thermal stress resistance

	Treatment
	Repeat #
	Genotype
	Mean survival ± SD
	N
	P vs. 
control

	Thermotolerance
	1*
	Control
	0.25 ± 0.14
	N = 60
	--

	
	
	pgrn-1
	0.57 ± 0.09
	N = 40
	0.03

	
	2
	Control
	0.58 ± 0.13
	N = 61
	--

	
	
	pgrn-1
	0.90 ± 0.00
	N = 60
	0.04

	
	3
	Control
	0.46 ± 0.13
	N = 61
	--

	
	
	pgrn-1
	0.93 ± 0.03
	N = 60
	0.004



	Table S1C. Effect of pgrn-1(tm985) mutation and rescue on ER stress resistance in developing worms

	Treatment
	Repeat #
	Tunicamycin
(µg/mL)
	Genotype
	Fraction developing to L4 ± SD
	N
	P vs. 
control
	P vs. pgrn-1

	ER stress 
	1*
	0 
	Control
	1.00 ± 0.02
	N = 205
	 --
	--

	
	
	
	pgrn-1 
	1.00 ± 0.02
	N = 259
	n.s.
	--

	
	
	
	pgrn-1 rescue
	1.00 ± 0.04
	N = 154
	n.s.
	n.s.

	
	
	1 
	Control
	0.27 ± 0.14
	N = 197
	--
	--

	
	
	
	pgrn-1 
	0.80 ± 0.01
	N = 200
	P < 0.001
	--

	
	
	
	pgrn-1 rescue
	0.36 ± 0.16
	N = 138
	n.s.
	P < 0.001

	
	
	2 
	Control
	0.04 ± 0.02
	N = 171
	--
	--

	
	
	
	pgrn-1 
	0.55 ± 0.02
	N = 228
	P < 0.001
	--

	
	
	
	pgrn-1 rescue
	0.02 ± 0.02
	N = 144
	n.s.
	P < 0.001

	
	
	5 
	Control
	0.05 ± 0.02
	N = 192
	--
	--

	
	
	
	pgrn-1 
	0.57 ± 0.07
	N = 205
	P < 0.001
	--

	
	
	
	pgrn-1 rescue
	0.03 ± 0.04
	N = 156
	n.s.
	P < 0.001

	
	2
	0 
	Control
	1.00 ± 0.03
	N = 250
	--
	--

	
	
	
	pgrn-1 
	1.00 ± 0.04
	N = 186
	n.s.
	--

	
	
	
	pgrn-1 rescue
	1.00 ± 0.12
	N = 177
	n.s.
	n.s.

	
	
	1 
	Control
	0.05 ± 0.05
	N = 176
	--
	--

	
	
	
	pgrn-1 
	0.70 ± 0.20
	N = 184
	P < 0.001
	--

	
	
	
	pgrn-1 rescue
	0.59 ± 0.09
	N = 159
	P < 0.001
	n.s.

	
	
	2 
	Control
	0.00 ± 0.00
	N = 194
	--
	--

	
	
	
	pgrn-1 
	0.81 ± 0.18
	N = 160
	P < 0.001
	--

	
	
	
	pgrn-1 rescue
	0.36 ± 0.04
	N = 156
	P < 0.001
	P < 0.001

	
	
	5 
	Control
	0.02 ± 0.00
	N = 191
	--
	--

	
	
	
	pgrn-1 
	0.51 ± 0.06
	N = 194
	P < 0.001
	--

	
	
	
	pgrn-1 rescue
	0.07 ± 0.00
	N = 166
	n.s.
	P < 0.001



	Table S1D. Human progranulin partially rescues pgrn-1 mutant ER stress resistance

	Treatment
	Repeat #
	Tunicamycin
[bookmark: _GoBack](µg/mL)
	Genotype
	Fraction developing to L4 ± SD
	N
	P vs. 
control
	P vs. pgrn-1

	ER stress 
	1*
	0 
	Control
	1.00 ± 0.01
	N = 150
	 --
	--

	
	
	
	pgrn-1 
	1.00 ± 0.06
	N = 150
	n.s.
	--

	
	
	
	huPGRN1
	1.00 ± 0.02
	N = 150
	n.s.
	n.s.

	
	
	
	huPGRN2
	1.00 ± 0.06
	N = 150
	n.s.
	n.s.

	
	
	1 
	Control
	0.10 ± 0.05
	N = 150
	--
	--

	
	
	
	pgrn-1 
	0.82 ± 0.05
	N = 150
	P < 0.001
	--

	
	
	
	huPGRN1
	0.80 ± 0.06
	N = 150
	P < 0.001
	n.s.

	
	
	
	huPGRN2
	0.87 ± 0.16
	N = 150
	P < 0.001
	n.s.

	
	
	5 
	Control
	0.08 ± 0.03
	N = 150
	--
	--

	
	
	
	pgrn-1 
	0.71 ± 0.05
	N = 150
	P < 0.001
	--

	
	
	
	huPGRN1
	0.26 ± 0.11
	N = 150
	n.s.
	P < 0.001

	
	
	
	huPGRN2
	0.21 ± 0.08
	N = 150
	n.s.
	P < 0.001

	
	2
	0 
	Control
	1.00 ± 0.06
	N = 150
	 --
	--

	
	
	
	pgrn-1 
	1.00 ± 0.02
	N = 150
	n.s.
	--

	
	
	
	huPGRN1
	1.00 ± 0.03
	N = 150
	n.s.
	n.s.

	
	
	
	huPGRN2
	1.00 ± 0.05
	N = 150
	n.s.
	n.s.

	
	
	1 
	Control
	0.09 ± 0.08
	N = 150
	--
	--

	
	
	
	pgrn-1 
	0.84 ± 0.03
	N = 150
	P < 0.001
	--

	
	
	
	huPGRN1
	0.82 ± 0.02
	N = 150
	P < 0.001
	n.s.

	
	
	
	huPGRN2
	0.94 ± 0.10
	N = 150
	P < 0.001
	n.s.

	
	
	5 
	Control
	0.05 ± 0.03
	N = 150
	--
	--

	
	
	
	pgrn-1 
	0.66 ± 0.13
	N = 150
	P < 0.001
	--

	
	
	
	huPGRN1
	0.34 ± 0.02
	N = 150
	P < 0.001
	P < 0.001

	
	
	
	huPGRN2
	0.33 ± 0.08
	N = 150
	P < 0.001
	P < 0.001







