[bookmark: _GoBack]Supplementary Table 1. Analysis of the nucleotide replacements for HBV rtA181V and rtA181C mutations in 22,009 patients’ samples
	Amino acid
	Nucleotide
	Genotype B
	Genotype C

	
	
	cases
	percentage
	cases
	percentage

	rtA181
	GCA
	0
	0.00%
	3
	0.00%

	　
	GCT
	3281
	95.30%
	16559
	89.20%

	　
	GCC
	3
	0.10%
	17
	0.10%

	rtV181
	GTC
	0
	0.00%
	3
	0.00%

	　
	GTT
	61
	1.80%
	1119
	6.00%

	　
	GTG
	0
	0.00%
	2
	0.00%

	rtC181
	TGT
	47
	1.40%
	32
	0.20%

	Total
	　
	3443
	98.50%
	18566
	95.50%





