Supplementary Table S2. Single nucleotide polymorphism (SNP) analysis of H5 viruses.
	Protein
	Amino acid 
changea
	Polymorphism(s), iNdatabase(freequncy [%]),c
	

	
	
	Avian
	# Sequences
	Human
	# Sequences

	H5Nx(HA)
	133
	L(96.5). S(2.7), Del(0.9)
	452
	Del(70), S(30)
	10

	
	227
	R(61.7), S(37.8), G(0.5)
	452
	R(70), S(30)
	10

	H5N2(HA)
	133
	L(100)
	85
	NA
	NA

	
	227
	S(80.0), R(18.8), G(1.2)
	85
	NA
	NA

	H5N5(HA)
	133
	S(100)
	10
	NA
	NA

	
	227
	R(100)
	10
	NA
	NA

	H5N6(HA)
	133
	L(89.1), S(7.8), Del(3.1)
	129
	Del(70), S(30)
	10

	
	227
	R(92.2), S(7.8)
	129
	R(70), S(30)
	10

	H5N8(HA)
	133
	L(100)
	237
	NA
	NA

	
	227
	R(56.5), S(43.0), G(0.4)
	237
	NA
	NA


aH5 numbering.








[bookmark: _GoBack]
