Supplementary Table S2  Background information of the HCoV-OC43 gene sequences used in this study
	[bookmark: RANGE!A1]Strain name
	Accession NO.
	Sampling year
	Sampling sites
	Gene
	Reference

	BJ-112/15
	MG197709
	2015
	Beijing,China
	Complete Genome
	This study

	BJ-124/15
	MG197710
	2015
	Beijing,China
	Complete Genome
	This study

	BJ-164/15
	MG197711
	2015
	Beijing,China
	Complete Genome
	This study

	BJ-165/15
	MG197712
	2015
	Beijing,China
	Complete Genome
	This study

	BJ-221/15
	MG197713
	2015
	Beijing,China
	Complete Genome
	This study

	CC-23/15
	MG197714
	2015
	Changchun,China
	Complete Genome
	This study

	GZYF-26/15
	MG197715
	2015
	Guan zhou,China
	Complete Genome
	This study

	WZ-303/15
	MG197716
	2015
	We zhou, China
	Complete Genome
	This study

	WZ-522/15
	MG197717
	2015
	Wenzhou, China
	Complete Genome
	This study

	YC-55/15
	MG197718
	2015
	Yinchuan, China 
	Complete Genome
	This study

	YC-67/15
	MG197719
	2015
	Yinchuan, China
	Complete Genome
	This study

	YC-68/15
	MG197720
	2015
	Yinchuan, China
	Complete Genome
	This study

	YC-72/15
	MG197721
	2015
	Yinchuan, China
	Complete Genome
	This study

	YC-207/15
	MG197722
	2015
	Yinchuan, China
	Complete Genome
	This study

	ZJ-459/16
	MG197723
	2016
	Zhejiang, China
	Complete Genome
	This study

	OC43-Paris
	AY585229
	1967
	Paris, France
	Complete Genome
	(1)

	OC43VR-759
	AY585228
	1967
	USA
	Complete Genome
	(1)

	Belgium 2003
	AY903459
	2003
	Belgium
	Complete Genome
	(2)

	19572 BE-04
	AY903460
	2004
	Belgium
	Complete Genome
	(2)

	HK04-01
	JN129834
	2004
	Hong Kong, China
	Complete Genome
	(3)

	HK04-02
	JN129835
	2004
	Hong Kong, China
	Complete Genome
	(3)

	MY-U236/12
	KX538966
	2012
	Kuala Lumpu, Malaysia
	Complete Genome
	(4)

	MY-U710/12
	KX538970
	2012
	Kuala Lumpu, Malaysia
	Complete Genome
	(4)

	MY-U774/12
	KX538970
	2012
	Kuala Lumpu, Malaysia
	Complete Genome
	(4)

	MY-U945/12
	KX538974
	2012
	Kuala Lumpu, Malaysia
	Complete Genome
	(4)

	MY-U1140/12
	KX538977
	2012
	Kuala Lumpu, Malaysia
	Complete Genome
	(4)

	MY-U1024/12
	KX538975
	2012
	Kuala Lumpu, Malaysia
	Complete Genome
	(4)

	229/05
	KF572816
	2005
	Beijing, China
	S
	(5)

	1926/06
	KF572807
	2006
	Beijing, China
	S
	(5)

	3582/06
	KF572817
	2006
	Beijing, China
	S
	(5)

	3647/06
	KF572818
	2006
	Beijing, China
	S
	(5)

	5240/07
	KF572844
	2007
	Beijing, China
	S
	(5)

	5414/07
	KF572849
	2007
	Beijing, China
	S
	(5)

	892A/08 
	KF572868
	2008
	Henan, China
	S
	(5)

	1783A/10
	KF572804
	2010
	Beijing, China
	S
	(5)

	1908A/10
	KF572805
	2010
	Beijing, China
	S
	(5)

	1997A/10
	KF572808
	2010
	Neimenggu, China
	S
	(5)

	2145A/10
	KF572810
	2010
	Shandong, China
	S
	(5)

	3074A/12
	KF572812
	2012
	Hebei, China
	S
	(5)

	3194A/12
	KF572814
	2012
	Henan, China
	S
	(5)

	229/05
	KF572907
	2005
	Beijing, China
	RdRp
	(5)

	1926/06
	KF572900
	2006
	Beijing, China
	RdRp
	(5)

	3582/06
	KF572913
	2006
	Beijing, China
	RdRp
	(5)

	3647/06
	KF572914
	2006
	Beijing, China
	RdRp
	(5)

	5240/07
	KF572918
	2007
	Beijing, China
	RdRp
	(5)

	5414/07
	KF572923
	2007
	Beijing, China
	RdRp
	(5)

	892A/08 
	KF572943
	2008
	Henan, China
	RdRp
	(5)

	1783A/10
	KF572897
	2010
	Beijing, China
	RdRp
	(5)

	1908A/10
	KF572898
	2010
	Beijing, China
	RdRp
	(5)

	1997A/10
	KF572901
	2010
	Neimenggu, China
	RdRp
	(5)

	2145A/10
	KF572904
	2010
	Shandong, China
	RdRp
	(5)

	3074A/12
	KF572908
	2012
	Hebei, China
	RdRp
	(5)

	3194A/12
	KF572911
	2012
	Henan, China
	RdRp
	(5)

	229/05
	KF572753
	2005
	Beijing, China
	N
	(5)

	1926/06
	KF572742
	2006
	Beijing, China
	N
	(5)

	3582/06
	KF572758
	2006
	Beijing, China
	N
	(5)

	3647/06
	KF572760
	2006
	Beijing, China
	N
	(5)

	5240/07
	KF572764
	2007
	Beijing, China
	N
	(5)

	5414/07
	KF572769
	2007
	Beijing, China
	N
	(5)

	892A/08 
	KF572797
	2008
	Henan, China
	N
	(5)

	1783A/10
	KF572739
	2010
	Beijing, China
	N
	(5)

	1908A/10
	KF572740
	2010
	Beijing, China
	N
	(5)

	1997A/10
	KF572744
	2010
	Neimenggu, China
	N
	(5)

	2145A/10
	KF572750
	2010
	Shandong, China
	N
	(5)

	3074A/12
	KF572746
	2012
	Hebei, China
	N
	(5)

	3194A/12
	KF572748
	2010
	Henan, China
	N
	(5)
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