Table S5. List of core DE-APA genes identified in mature erythroid cells of healthy samples. Distinct parts of Table S5 and Figure S7A are connected by colors.
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	Ensemble Gene ID
	Gene Name
	Description

	[bookmark: RANGE!A4]ENSG00000070756
	[bookmark: RANGE!B4]PABPC1
	poly(A) binding protein cytoplasmic 1

	[bookmark: RANGE!A5]ENSG00000089157
	RPLP0
	ribosomal protein lateral stalk subunit P0 

	[bookmark: RANGE!A6]ENSG00000100316
	RPL3
	ribosomal protein L3

	[bookmark: RANGE!A7]ENSG00000108518
	PFN1
	profilin 1

	ENSG00000111640
	GAPDH
	glyceraldehyde-3-phosphate dehydrogenase

	ENSG00000123416
	TUBA1B
	tubulin alpha 1b 

	ENSG00000140264
	SERF2
	small EDRK-rich factor 2 

	ENSG00000140988
	RPS2
	ribosomal protein S2

	ENSG00000147403
	RPL10
	[bookmark: RANGE!C12]ribosomal protein L10

	ENSG00000156508
	EEF1A1
	eukaryotic translation elongation factor 1 alpha 1

	ENSG00000167526
	[bookmark: RANGE!B14]RPL13
	ribosomal protein L13

	ENSG00000167658
	EEF2
	eukaryotic translation elongation factor 2

	ENSG00000170345
	FOS
	Fos proto-oncogene, AP-1 transcription factor subunit

	ENSG00000184009
	ACTG1
	actin gamma 1

	ENSG00000198034
	RPS4X
	ribosomal protein S4, X-linked

	ENSG00000198886
	MT-ND4
	mitochondrially encoded NADH:

	
	
	ubiquinone oxidoreductase core subunit 4

	ENSG00000204628
	RACK1
	receptor for activated C kinase 1

	ENSG00000273189
	AC010619.2
	NA (RNA Gene)

	ENSG00000075624
	ACTB
	actin beta 

	ENSG00000122406
	RPL5
	ribosomal protein L5

	ENSG00000137154
	RPS6
	ribosomal protein S6

	ENSG00000164442
	CITED2
	Cbp/p300 interacting transactivator with Glu/Asp rich carboxy-terminal domain 2

	ENSG00000188846
	RPL14
	ribosomal protein L14

	ENSG00000100664
	EIF5
	eukaryotic translation initiation factor 5 

	ENSG00000103035
	PSMD7
	proteasome 26S subunit, non-ATPase 7 

	ENSG00000105669
	COPE
	coatomer protein complex subunit epsilon 

	ENSG00000118816
	CCNI
	cyclin I

	ENSG00000147454
	SLC25A37
	solute carrier family 25 member 37 

	ENSG00000147604
	RPL7
	ribosomal protein L7 

	ENSG00000260342
	AC138811.2
	NA (GO: structural constituent of ribosome)

	ENSG00000271092
	TMEM56-RWDD3
	TMEM56-RWDD3 readthrough

	ENSG00000065548
	ZC3H15
	zinc finger CCCH-type containing 15 

	ENSG00000088986
	DYNLL1
	dynein light chain LC8-type 1 

	ENSG00000108107
	RPL28
	ribosomal protein L28 

	ENSG00000122566
	HNRNPA2B1
	heterogeneous nuclear ribonucleoprotein A2/B1

	ENSG00000127125
	PPCS
	phosphopantothenoylcysteine synthetase 

	ENSG00000129084
	PSMA1
	proteasome subunit alpha 1 

	ENSG00000135821
	GLUL
	glutamate-ammonia ligase 

	ENSG00000143933
	CALM2
	calmodulin 2

	ENSG00000185787
	MORF4L1
	mortality factor 4 like 1 

	ENSG00000197114
	ZGPAT
	zinc finger CCCH-type and G-patch domain containing 

	ENSG00000198727
	MT-CYB
	mitochondrially encoded cytochrome b 

	ENSG00000198888
	MT-ND1
	mitochondrially encoded NADH: ubiquinone oxidoreductase core subunit 1 

	ENSG00000203896
	LIME1
	Lck interacting transmembrane adaptor 1 

	ENSG00000213928
	IRF9
	interferon regulatory factor 9 

	ENSG00000241343
	RPL36A
	ribosomal protein L36a 

	ENSG00000256206
	AC018523.2
	NA (GO: endopeptidase activity and threonine-type endopeptidase activity)

	ENSG00000257529
	RPL36A-HNRNPH2
	RPL36A-HNRNPH2 readthrough 

	ENSG00000273154
	AL121845.3
	NA (GO: nucleic acid binding)

	ENSG00000273269
	STPG4
	sperm-tail PG-rich repeat containing 4 

	ENSG00000008988
	RPS20
	ribosomal protein S20 

	ENSG00000080824
	HSP90AA1
	heat shock protein 90 alpha family class A member 1 

	ENSG00000089009
	RPL6
	ribosomal protein L6 

	ENSG00000100243
	CYB5R3
	cytochrome b5 reductase 3

	ENSG00000104529
	EEF1D
	eukaryotic translation elongation factor 1 delta

	ENSG00000108654
	DDX5
	DEAD-box helicase 5

	ENSG00000109971
	HSPA8
	heat shock protein family A (Hsp70) member 8

	ENSG00000110700
	RPS13
	ribosomal protein S13

	ENSG00000113575
	PPP2CA
	protein phosphatase 2 catalytic subunit alpha

	ENSG00000114942
	EEF1B2
	eukaryotic translation elongation factor 1 beta 2

	ENSG00000135486
	HNRNPA1
	heterogeneous nuclear ribonucleoprotein A1 

	ENSG00000136942
	RPL35
	ribosomal protein L35

	ENSG00000147533
	GOLGA7
	golgin A7

	ENSG00000147912
	FBXO10
	F-box protein 10

	ENSG00000148303
	RPL7A
	ribosomal protein L7a 

	ENSG00000150459
	SAP18
	Sin3A associated protein 18 

	ENSG00000171223
	JUNB
	JunB proto-oncogene, AP-1 transcription factor subunit

	ENSG00000173933
	RBM4
	RNA binding motif protein 4

	ENSG00000175768
	TOMM5
	translocase of outer mitochondrial membrane 5 

	ENSG00000181163
	NPM1
	nucleophosmin 1 

	ENSG00000182768
	NGRN
	neugrin, neurite outgrowth associated

	ENSG00000186298
	PPP1CC
	protein phosphatase 1 catalytic subunit gamma

	ENSG00000187514
	PTMA
	prothymosin, alpha

	ENSG00000196230
	TUBB
	tubulin beta class I 

	ENSG00000233927
	RPS28
	ribosomal protein S28 

	ENSG00000240972
	MIF
	macrophage migration inhibitory factor

	ENSG00000251357
	AP000350.4
	NA (GO: transmembrane transporter activity)

	ENSG00000255872
	AL138752.2
	NA

	ENSG00000256966
	AL513165.2
	NA

	ENSG00000258344
	AC078778.2
	NA

	ENSG00000261147
	AC091167.3
	NA

	ENSG00000267120
	AD000671.2
	NA (GO: RNA binding)

	ENSG00000272772
	AC104109.3
	NA



