Table S2. APA dynamics in genes belonging to the pathway of apoptosis-multiple species in AML027 Post-transplant (host).

	Gene
	PD
	Cell type
	Category
	PAS preference

	ENSG00000089685,BIRC5
	0.23
	Immature Ery 3
	AML027 Post-transplant (host) vs. Healthy control 1
	proximal

	ENSG00000089685,BIRC5
	0.23
	Immature Ery 3
	AML027 Post-transplant (host) vs. Healthy control 2
	proximal

	ENSG00000023445,BIRC3
	0.54
	Blasts and Immature Ery 1
	AML027 Post-transplant (host) vs. Healthy control 1
	distal

	ENSG00000110330,BIRC2
	0.50
	Blasts and Immature Ery 1
	AML027 Post-transplant (host) vs. Healthy control 2
	distal

	ENSG00000101966,XIAP
	0.76
	Immature Ery 2
	AML027 Post-transplant (host) vs. Healthy control 2
	proximal

	ENSG00000168040,FADD
	0.34
	Immature Ery 2
	AML027 Post-transplant (host) vs. Healthy control 2
	proximal
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