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	Gene 
	CG Conservation with Rat as Referent a
	CG Conservation with Human as Referent a
	Overlap with Transcription Factor Binding Sites

	ACACB
	1/1
	4/5
	-

	ADAMTS18
	0/1
	1/2
	-

	ADAT3/SCAMP4
	1/1
	0/1
	POL2RA

	ADRA2C
	0/1
	0/3
	-

	APC2
	2/2
	1/1
	-

	ARHGAP45/PALM
	2/2
	0/1
	-

	ARID5B
	1/1
	0/1
	-

	B4GALNT1
	1/1
	0/1
	-

	BEST2
	0/1
	0/1
	-

	BICD1
	0/1
	0/1
	-

	BMP6
	0/1
	0/1
	-

	BMP7
	0/1
	1/4
	AP1

	BSN
	1/1
	0/1
	-

	CABP1
	0/1
	5/7
	PAX4, AP2

	CACNA1A
	0/1
	0/2
	-

	CACNA1I
	0/1
	0/1
	-

	CACNA2D1
	0/1
	0/1
	-

	CAMK1D
	0/1
	0/1
	-

	CAMTA1
	0/1
	0/10
	-

	CCDC40
	0/1
	1/1
	-

	CHST11
	0/1
	2/4
	c-MYC

	CHST8
	1/1
	0/1
	-

	COMMD1
	0/1
	0/1
	-

	CPNE6
	0/1
	2/2
	-

	CSNK1G2
	1/1
	0/6
	-

	CYP2S1
	0/1
	0/1
	-

	DGKG
	1/1
	0/4
	-

	DNAAF4
	0/1
	0/2
	-

	DPF1
	0/1
	2/3
	-

	EBF3
	1/1
	2/3
	-

	EYA4
	0/1
	0/1
	-

	FAM117B
	0/1
	0/3
	-

	FBXL15
	0/1
	1/1
	cMYC, Pol2

	FBXO2
	0/1
	1/2
	-

	FGF12
	0/1
	0/2
	-

	GATA2
	3/3
	1/5
	cMyc

	GDF6
	0/1
	0/1
	-

	GNB2
	0/1
	0/1
	Pol2

	GNG7
	0/2
	0/9
	-

	GPRC5B
	1/1
	0/4
	-

	GRM4
	1/1
	9/17
	-

	IGFALS
	0/1
	1/2
	-

	IGSF9
	1/1
	0/1
	YY1

	JAK3
	0/1
	1/2
	-

	JPH3
	1/1
	0/5
	HOX13

	KAZN
	0/1
	0/5
	-

	KCNG1
	2/5
	0/1
	-

	KCNIP1/KCNMB1
	0/2
	2/2
	-

	KCNIP4
	0/1
	0/1
	-

	KIRREL3
	0/1
	1/7
	-

	KLC1
	2/3
	0/1
	E2F1, cMYC

	LINGO3
	0/2
	0/7
	-

	LLGL1
	0/1
	0/1
	-

	LMNB2
	1/1
	0/1
	-

	LTBP3
	0/1
	1/4
	-

	LTBP4
	1/1
	0/1
	-

	MAG
	5/5
	0/4
	HAND1E47, PAX6

	MEFV
	0/1
	0/1
	-

	MFHAS1
	0/1
	0/1
	-

	MPPED1
	0/1
	1/1
	-

	NCOR2
	0/1
	2/13
	POLR2A. CTCF

	NFATC2
	0/1
	2/10
	SRF

	NR2F1
	0/3
	0/1
	-

	NRXN1
	0/1
	0/1
	-

	ODF2
	1/1
	1/1
	SP1, NFYA, POLR2A, CEBPB, MYC

	PACRG
	0/2
	0/1
	-

	PAX7
	1/2
	0/1
	-

	PIAS4
	0/1
	1/15
	LUN1

	PIP5K1C
	1/2
	0/10
	-

	PKM
	1/1
	0/1
	POL2-4H

	PLEC
	1/1
	1/1
	POLR2A, MYC

	PRKACA
	0/1
	0/1
	-

	PTPRG
	0/1
	0/1
	-

	RBFOX3
	0/1
	0/8
	-

	RERE
	0/1
	0/1
	-

	RFLNA / FAM101A
	0/1
	0/2
	-

	RLBP1
	0/1
	0/3
	-

	RTN3
	1/1
	0/1
	-

	S1PR4
	0/1
	0/1
	-

	SAPCD2
	1/1
	0/5
	-

	SCIN
	0/1
	0/1
	-

	SH3RF2
	0/1
	1/1
	-

	SORBS2
	0/1
	0/2
	CEBPB

	SORCS2
	0/1
	0/2
	NR3C1

	STAC2
	0/1
	0/1
	-

	SYNJ2
	0/1
	0/1
	-

	TCF7L1
	0/2
	0/1
	CTCF

	TENM3
	0/1
	1/1
	-

	TLE2
	0/1
	0/2
	-

	TOX2
	1/1
	0/1
	-

	TRPM2
	0/1
	0/8
	E2F1, POLR2A, YY1

	TTC7B
	0/1
	0/1
	-

	USP7
	0/2
	0/1
	Sp1, E2F1, POLR2A, CTCF

	USP9X
	0/1
	0/1
	-

	VWF
	0/1
	0/1
	-

	ZBTB42
	0/1
	1/1
	-

	ZBTB7C
	0/1
	1/1
	-

	ZER1
	0/1
	0/1
	-

	ZSCAN10
	0/1
	0/1
	POLR2A

	a number of conserved CpG sites / total number of identified CpG sites for given gene in the   referent species.



