Toxigenic Fusarium

SUPPLEMENTAL FIGURE. S1.  Single most-parsimonious phylogram inferred from portions of three loci used to determine species-haplotypes within the Fusarium solani species complex (O’Donnell et al. 2008).  Reference strains from the NRRL and CBS-KNAW culture collections were used to identify the MRC strains as Fusarium solani (= FSSC 5), F. falciforme (= FSSC 3+4), or an undescribed phylogenetic species designated FSSC 21.  The phylogram was rooted on sequences of F. staphyleae based on more inclusive analyses (O’Donnell et al. 2013).  Maximum likelihood (ML) bootstrap values are indicated above nodes based on 1000 pseudoreplicates of the data.  BEA, beauvericin; CI, consistency index; MPT, most-parsimonious tree; NA, not tested; PIC, parsimony informative character; RI, retention index; –, none detected.
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