Figure S1: Results of the automatic barcode gap discovery (ABGD) showing the initial primary partitions (i.e. number of groups) for a range of prior maximum divergence of intraspecific diversity.
Partition 1 (N = 16): LM994983.1, LM994982.1, EndoMpyrNZ98-01, BI-041, LT546270.1, LT546273.1, ABMMC12605-10.COI-5P, Laminariocolax aecidioides Lx CCE, EndoLhypBLZ16-07, EndoLhypH93-01, EndoSlatScot15-02-01, MACRO1242-09.COI-5P, LM995048.1, LT546265.1, EndoSnig16-02, EndoSnig16-03
Partition 2 (N = 13): EndoLhypBLZ15-01, EndoLhypBLZ15-02, EndoLhypBLZ16-01, EndoLhypBLZ16-02, EndoLhypBLZ16-03, EndoLhypLMK16-01, EndoSlatScot14-01a, EndoSlatScot14-05, EndoSlatScot14-06, EndoSlatScot14-07, EndoSlatScot14-09, EndoSlatKi92-01, EndoSlatScot15-02-05
Partition 3 (N = 11): LM994980.1, LM994981.1, EndoLdigBLZ16-01, EndoLdigBLZ16-02, EndoLdigBLZ16-03, EndoLdigBLZ16-04, EndoLdigBLZ16-06, EndoLhypH93-02, EndoLhypH95-01, EndoSlatScot07-1, EndoSlatScot15-02-03
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