Bacterial extracellular vesicles in airway allergy

Supplementary table 1: A comparison between controls with a past history of eczema and those without regarding the families and genera that showed a statistically significant difference between controls and disease groups.
	phylum
	Family
	Controls with a  history of Eczema 
	Control without a history of Eczema
	Fold change*
	p value

	
	 
	Genus
	
	
	
	

	Actinobacteria
	Micrococcaceae
	3.06%
	1.05%
	2.906
	0.833

	
	 
	Micrococcaceae(f)
	2.12%
	0.33%
	6.403
	0.334

	
	Propionibacteriaceae
	0.55%
	1.02%
	1.873
	0.082

	
	 
	Propionibacterium
	0.55%
	1.01%
	1.856
	0.082

	Proteobacteria
	Methylobacteriaceae
	1.75%
	0.81%
	2.175
	0.329

	
	 
	Methylobacteriaceae(f)
	0.60%
	0.38%
	1.571
	0.237

	
	
	Methylobacterium
	1.16%
	0.43%
	2.711
	0.325

	
	Rhizobiaceae
	6.64%
	10.72%
	-1.616
	0.294

	
	 
	Agrobacterium
	5.77%
	9.89%
	-1.715
	0.201

	
	Sphingomonadaceae
	12.41%
	10.67%
	1.163
	0.48

	
	 
	Sphingomonadaceae(f)
	0.23%
	0.58%
	-2.572
	0.76

	
	Alcaligenaceae
	3.72%
	8.35%
	-2.244
	0.089

	
	 
	Achromobacter
	3.67%
	8.19%
	-2.228
	0.089

	
	Comamonadaceae
	6.62%
	3.47%
	1.911
	0.141

	
	 
	Comamonadaceae(f)
	1.00%
	0.56%
	1.776
	0.188

	
	Enterobacteriaceae
	7.32%
	9.82%
	-1.342
	0.661

	
	 
	Enterobacteriaceae(f)
	7.03%
	9.57%
	-1.361
	0.58

	
	Moraxellaceae
	2.71%
	5.28%
	-1.949
	0.175

	
	 
	Enhydrobacter
	0.78%
	0.28%
	2.813
	0.545



The relative abundance of bacteria is represented as mean %.
The taxa that lacked a genus name are annotated by (f) = family name.
* (+) fold change was calculated by dividing the mean of the control with a history of eczema group by that of control without a history of eczema group while (–) fold change was calculated by dividing the mean of the control without a history of eczema group by that of control with a  history of eczema group.
The statistical p values were calculated by comparing controls with a history of eczema with controls without a history of eczema using the Wilcoxon rank-sum test. 
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