
Supplementary figure 4, Parker H. et al.
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Table 2. Sensitivity and specificity of each marker and combination of all markers. Cut offs were set to 8% for LOX , 13% for 
LEF1-AS1 , 12% for SFRP4 , 11% for SYT9 , 9% for LINC00693 , and 8% for ZNF793 .
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Overall (6-marker panel) accuracy: 96.7% *
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