Supplementary Figure 5A, Parker H. et al.

HUNK DMR (chromosome 21)
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*
Hypermethylation in 3/3 CIMP(+), 0/3 CIMP(-) cancers, 11/16 SSA/Ps and 7/15 cADNs
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Supplementary Figure 5B, Parker H. et al.

HUNK mRNA expression (chromosome 21)

13,260 kb 33,280 kb 33,300 kb 33,320 kb 33,340 kb 33,360 kb
| | | | | | | |
1 |1 1 o il
vtha
(4]
(,) 1 - ananll
o
O
3 mm——
€
E i Lk
IS
—
o —
e
Y
o s
(2]
Q@
ot —
€
© .
w
8 4 olalnn
N
L s
)
S
_c _—
C
@ el ...
(2]
o —_
—
<
(/2] -
(72}
i L [ 1 1 -l D, Labds .
i | 1 1 1 | 1 1 1k
i [ g Lo (N
8 [ 1 1 1 1 1 “.
8
5 1 1 1 b
S
® - 1 I L1 4 ik
€
’6 f 1 Y
[
[}
L) ] 1 1 | i 1 1 1 “.
Q.
% 1 1 1 | 1 1 1 1 o ik
(7]
L o) 1 1 1 1 i | .1 il
2
S ; L T D T i -
©
E 1 ] 1 [} 1 I. *
©
& 1 el t .1 fe e i
[72]
2 i 1 1 1 = ‘
(]
g 1 1 L 1 1 Fl ._.I. “
1 1 1 1 1 1 | | .
| i —— f —— —t
exons 1 2 3 4 5 6 7 8 9 10 M

*
The 2 lesions showing histologic features of both SSA/Ps and cADNs
(S6 and S16 of Table 1)
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