Supplementary Figure 3A, Parker H. et al.
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SSA/P-specific marker of our study; *5116 SSA/Ps would not have been detected
using our pyro-sequencing assay of the targeted region (red rectangle on top)



Supplementary Figure 3B, Parker H. et al.

LEF1-AS1 DMR (chromosome 4)
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SSA/P-specific marker of our study; *1116 SSA/Ps would not have been detected
using our pyro-sequencing assay of the targeted region (red rectangle on top)



Supplementary Figure 3C, Parker H. et al.

SFRP4 DMR (chromosome 7)
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SSA/P-specific marker of our study; *this cADN would be misclassified as an
SSA/P by our pyro-sequencing assay of the targeted region (red rectangle on top)



Supplementary Figure 3D, Parker H. et al.

SYT9 DMR (chromosome 11)
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Common marker of our study; *2/15 cADNs would not have been detected
using our pyro-sequencing assay of the targeted region (red rectangle on top)



Supplementary Figure 3E, Parker H. et al.

LINC00693 DMR (chromosome 3)
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Common marker of our study; *2115 cADNs would not have been detected
using our pyro-sequencing assay of the targeted region (red rectangle on top)



Supplementary Figure 3F, Parker H. et al.

ZNF793 DMR (chromosome 19)
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Common marker of our study; *4/15 cADNs would not have been detected
using our pyro-sequencing assay of the targeted region (red rectangle on top)



Supplementary Figure 3G, Parker H. et al.

B3GAT2 DMR (chromosome 6)
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*3/16 SSA/Ps and 4/15 cADNs would not have been detected using this marker



Supplementary Figure 3H, Parker H. et al.

FOXL2 DMR (chromosome 3)
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*9/15 cADNs would not have been detected using this marker



Supplementary Figure 31, Parker H. et al.

KCNK13 DMR (chromosome 14)
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*2116 SSA/Ps and 7/15 cADNs would not have been detected using this marker



Supplementary Figure 3J, Parker H. et al.

RAB31 DMR (chromosome 18)

9,708.(|)oo bp | 9.7094:300 bp |
?2 e RN oromml Ll [ T IR I M, ) A o T T |-
E § [ [P T TS | T g T T Bovinn . o mwn o mmmnn on B a0
3) 8 [ T TR I R NI R N | PMmfl oM. 0 mamull b W
E g N mar aaem S S T T
s 2 P TIIR T T T I || - u al o
G 8 a [ TY R T Rt 1] |11 CTTR A O T T T " IO TR | A1 T
- T T | I T T ey Dibmamnrss o o x s omn  w semmant . WL UL LI
" [ TINEETET | e [ TP T BT 8 ([TRPTIT I TR 1N (|
- T IPEPTE P T - ST | Y NPT NP | S o [ | |
W (LT N1 " P11 P I I I TN A PR T T [ Y|
- D TR N Y P PSR e PSSP T! | T I T | S I I
IR TP I TRT S B ety m———yy 171 || P P oS U T 11 B | U |
& [ (TTIR TE 1 I R [T PTTE I BRI TP SR ST I YT S T T B I 1| | I
2 Tl ML o i 1 e R T S 1 | | BT |
n
(/2] - T I T 1T T P PPy | T r el s mom o mEEDD ..o« Wl dp dih
- R aname e aamn s ., PRI T N .
™ T T T R ] | N T N TP SO T S I LI | S
o T TR T T - — ~ e P PP PP PR AP Y] PR | ml P Tl ] (N}
O T T . I - — PP S TR 1 | 1 | T
M Rl et ) R o ———  n o s (] I T ST T N [T BT S T (0 |
LI IETHT | sy STl I Low wnmoae 0 Tmlall oow HE L0 111N
(L I TTI T ST . o i oo ALK il . M 0 mwann oa B and
LTI . - - LTI | BT U T
| TR T il _— oedmndl n R LRI |
| LLTIEE L | T - il [TSSITTR RIS B | P11 PO | [ —
[ | B TI R TE (- . . P - P T [ B T
(LI TR T — - P T | -
" [ I T . - P | AN
E n N 0 nnamal o FEITT | - P T I PR S | 1 (-
g m LT LINPNCY N T . e ——ana e SRR | I I T —
[ | BT - JURUR————— 1] | mEnr s e ome A L uEIN . o |
] [ TTRRTHT . - -~ JRCAPC PP T T T I 1
n [T ETRTS N . JRPRPR T T 1 | 1 .
wl (TR LR - . . e PR I R 1 | N
] [ TTRETET ST —-tim il B SR ) T TR 1 T *
ol el R - - JPRDRR T [ [ T I
" TIECRTE 1 . - R ST | I P

gene L

CpG island |
CpG:_151
CpG sites | | [ 11 00 UCIUNE | IR DU RO L R RO e i e e e
probes 1

*1/16 SSA/Ps and 8/15 cADNs would not have been detected using this marker



Supplementary Figure 3K, Parker H. et al.

SLIT1 DMR (chromosome 10)
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* 3/16 SSA/Ps and 6/15 cADNs would not have been detected using this marker



Supplementary Figure 3L, Parker H. et al.

FAM78A DMR (chromosome 9)
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* 2/16 SSA/Ps would not have been detected using this marker



Supplementary Figure 3M, Parker H. et al.

FSTL1 DMR (chromosome 3)
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*5/16 SSA/Ps would not have been detected using this marker



Supplementary Figure 3N, Parker H. et al.

KCNC1 DMR (chromosome 11)
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Insufficient coverage of the probes in the promoter region



Supplementary Figure 30, Parker H. et al.

MYOCD DMR (chromosome 17)
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*2/16 SSA/Ps would not have been detected using this marker



Supplementary Figure 3P, Parker H. et al.

SLC6A4 DMR (chromosome 17)
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* 2/16 SSA/Ps would not have been detected using this marker



Supplementary Figure 3Q, Parker H. et al.

BMP3 DMR (chromosome 4)
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*2l3 CIMP(-) cancers and 9/15 cADNs would not have been detected using this marker



Supplementary Figure 3R, Parker H. et al.

NDRG4 DMR (chromosome 16)

58,497,000 bp 58,498,000 bp 58,499,000 bp
| | | | |
—_ TR TS | N[ Py R TN T TRTT AURNT T (I 1 ~ M n
OF
o o inl bt 1 T | FTSeTIR 1§ | T e | | w1 o
= C
= ©
oo i il (1T T E T — PRSI TR | [[[[YNT 0 eI N (WA T (TR
—wn nahl P T | B e e
T
e 8 I
o | (. Ml .. wm Ll . .1
= c
OF  wibi .. A 0t —— wovott mmet | ANMRD DOME LR Mo o
Wi [P TS | L] IS T TR R I | | I} Loloan
Illl wht o il D naREE O
dnl P I -  r T a0 o
(AN te mi AN an I (BT Y TR TR v
il n B PP S i am . ammms mam s aalls s A [
(| Il | “ LT WY | PP I TN T PN T PR TR T rn ) I | ] [T | |
7)) [ T PET [ T [T O . FITITET R TUUU I I TEE | (RPET] | R i Ll
o
2 nin, —aan e TN ] NI T (N T LT » T
(2}
(/)] P T [ TR [ 11 P e a———— | | U R T T TR T 1 T | ] [T |
[} ‘l | Il | P ————] ] | PEICT I TP RTIr T P | TEENE Y PR PR T
A P ST —— U — PP T PO T T | | [ 1
1} |. (Y C LT RTET T | WS T ey TN L PART] (TR THT ey i
Il ll I Py e — . TUITPER | T A T |
Ll n 0 T o e o e 3 B T I T T [N | ITSNTY § PR | R
1h (11 & imam il N DI L ol wia il
N PETT [ 1 " v TN1 B TS TSI T (N Tt (1) b 11
I o _— - B
I T T R LT TN PSSO 19 T A (IR T ¥ P | 1 P T
(T N Ioml i s o[ OIYRTN T N0 [P (I i 1
ol FY 11 I S ¥ e - U I 1 T N
o L bo g ki O e [T TN T T IPPI SURPRRPE TY-PAL I N 1 [ -
" Il . I i o sl R e A (AT .
E T T JPPTRTR ™1 - N O T S R TIR R Y TR YN TR T B
s nhh f amae M0 A A AN PR *
“ [} - Ak . Lala e o e ammae ammens DML L L1 | TN .
il 18 e s BT P I VI AT 1 1
T I -k o - SR | P N .
(NN _— R T
—h ll I R P T T U S, S TR S AT - TR TR TRy | [ S BT
1 o e — I PO I T IR T 1L X ' -
] II | lax — — —_— i, P N
gene > el > Y>>
CpG island |
CpG:_186
CpGsites | (1111 1 | Il (LS (4o {1 T T CONTCERTER (TR T O CRTRTITEERN L TN AR T I T R A RN PACET LT T nm
probes I ]

*1/116 SSA/Ps and 4/15 cADNs would not have been detected using this marker
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