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Supplementary figure 4, Parker H. et al.

Mutation

Bwr

B «ras

B BrAF

Gender
F
Bv
Location
[ Hepatic Flexure
. Ascending

. Cecum

Transverse
[l Proximal

[l sigmoid

70

60

50

40

30

SO =m0 —< T~0=

20

B
<



