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Scatter Plot Matrix



PC2 (40.3%)

Loadings PC1

PC1 vs. PC2: All samples

DHAP_MO
Uric Acid_MO A
08 dm_2 CDP-choline_ M2
—choline -
10380tum_1 _

GIcNAc-6P_MO -

DMG_M2 -

Hypoxanthine_MO 4

104 GDP_M1+

Ac—choline_M3 A
P-Creatine_M3 -
Carnitine_M3 A
UMP_MO A
UDP-GIcNAC_M17 A

UDP-GIcNAc_M15 A

=

. UDP-GIcNAC_M13 A
Condition -

438 CMP_MO 4
0 m_3 @ 1088Dwm -
CDP-EtA_MO -+
@ 482Dwm |
ATP_MO -

[ |
CTP_M2 4 [ ]

CTP_M4 - |

@ 483Dtuml

CTP_M6 -

CTP_M8 -

Cystathionine_M7 -

Cystathionine_M5 |

GTP_M2 4
-10+ -

Cystathionine_M3 -

GTP_M4 |

483D 11 UDP-GIcNAc_M3 -
Wm ~ UDP-Glc_M11 A
483Djym1_3

Fum_M1 -+

AMP_M3 4
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PC1 (49.1%) Loadings PC2

0.04 -

0.00 - l_ll_ll_l_l

ST OO0

CDP-EtA_MO - I
Carnitine_M3 -
UMP_MO -
CMP_MO -
GIcNAc-6P_MO -
ATP_MO -
P-Creatine_M3 -
DMG_M2 -
Uric Acid_MO -
CTP_M2 4
CTP_M4 4
CTP_M6 -
CTP_MS8 -
GTP_M2 -
GTP_M4 -
Cystathionine_M5 -
Cystathionine_M3 -
Fum_M1 -
AMP_M3 -
DHAP_MO -
UDP-Glc_M11 -
UDP-GIcNAC_M3 -
Ac—choline_M3 -
CDP-choline_M2 -
GDP_M1 -
UDP-GIcNAc_M13 -
UDP-GIcNAc_M15 -
UDP-GIcNAc_M17 -

Hypoxanthine_MO -
Cystathionine_M7 -



