Variance explained (%)

60

50

40

30

20

10

Screeplot

L] \

Principal Component

10




475Dtum

J 510Dtum - 751Dtuml - 1069Dtum1 -
I I I I
¢ ‘ ‘ ‘ 8 2 4 6 8
— 6
— 4
° ° ° ° - 2 PC5 —
T °|e® ® ®, ® 2 %, i B 0 -
° ° ° °
° ° ° °
° ° e © [ ° ® ° -2
-4 -2 0 2 -4 7
[ ] [ ] [ ] [ ] I I I I
I I
° ° ° °
0 5
— 5
F R °s oo, s “to PC4 0 . Yo
° ° ° °
° ° ° °
-5 —
-5 0
° ° ° | | °
: o.. (!J é ° ‘e ¢ .o
(Y (XY — 5 L) ° o
.0 .00 B 0 ] [ ) ° L) ° °
PC3
-5 —
° ° -10 ° °
° ° -10 -5 ° °
° ° | | ° °
I I
oo 0 10 . L .
— 5
. [ o0 . . - R ° °
o ¢+ 0 PCZ 0 — ¢ o o ¢ ° ° ¢ ®
-5 —
o -10 -5 0 ~10 7 (3 & e ©
° | | | ° ° °
I
— 10 10 o8 P I % ° ° .
L) ° o® Q °® o pe° e® ®
— 0
PC1 _10 -
-20 -
_|20 _:II-O o°® o® ° ° o | ® ° °

Scatter Plot Matrix



PC2 (15%)

Loadings PC1

PC1 vs. PC2: All samples
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PC1 (59.1%)
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Cit_M4 -
Pyr_MO -

Pyr_M2 A

Fum_M3 +

G_M1 A
Homocysteine_MO0 -+
Ac-choline_M2 A
Carnitine_MO0 A
UDP_M1 4
Orotidine_M4 -+
SAM_M15
SAM_M13

SAM_M9 -
Condition
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@ 510Dtum AMP_M8 +
@ 751Dtuml AMP_M6 -
@ 1069Dtuml dA_M8 -
Choline_MO0 A
UDP-Glc_MS5 -

UDP-GIcNAc_M7

P-Choline_MO 4
Inosine_M2 4
Aconitate_ MO 4
UDP_M3
2-HG_MO -
PRPP_M4 -
PRPP_MO A
PRPP_M2 A
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GIcA_MO A
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Choline_MO0 4
Orotidine_M4 4
SAM_M5 -4
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SAM_M15 -
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UDP-GIcNAc M7 -
Aconitate_ MO -

Pyr_MO A
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PRPP_MO 4
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2-HG_MO 4
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