	Plant line*A

	Transition to flowering
(days on soil)
	Height
(cm)
	Diameter rosette leaves
(cm)
	Seed set
(mg/plant)

	prp4ka and sac3a

	WT T line
(n=12)
	ave. 13.5
range 12-16
	ave. 32.9
range 30-35.1
	ave. 6.1
range 5.5-6.9
	ave. 58.5
range 38.8-69.9

	prp4ka-4
(n=12)
	ave. 19.3
range 18-22
	ave. 41.6
range 37-45.6
	ave. 6.3
range 5.4-7
	ave. 32.3
range 25-40.3

	prp4ka-2
(n=12)
	ave. 20
range 18-23
	ave. 37.2
range 30-41.3
	ave. 6.4
range 4.5-8.2
	ave. 39.9
range 16-53.6

	sac3a-6
(n=12)
	ave. 12.7
range 11-15
	ave. 34.3
range 29.5-41
	ave. 5.6
range 4-6.8
	ave. 55.4
range 42.5-66

	sac3a-3
(n=12)
	ave. 12.4
range 11-15
	ave. 31.3
range 26-37.5
	ave. 5.8
range 4-8
	ave. 57.1
range 41.3-70.1

	Complemented Lines

	WT T line
(n=11)
	ave. 13.2
range 12-16
	ave. 31.2
range 24.5-34.8
	ave. 9.8
range 7.9-11
	ave. 141.8
range 122.8-172

	prp4ka-4
(n=12)
	ave. 19.2
range 17-21
	ave. 40.6
range 26-46
	ave. 9.8
range 8.6-11.1
	ave. 45.5
range 32.3-73.8
(n=10)

	prp4ka + 35S-PRP4KA #2
(n=12)
	ave. 9.7
range 8-11
	ave. 32.5
range 25.5-37.1
	ave. 6.3
range 5-7.5
	ave. 85.4
range 68.3-102.6

	prp4ka + 35S-PRP4KA #4
(n=12)
	ave. 9.6
range 8-12
	ave. 34.8
range 31.6-39.1
	ave. 6.3
range 5.2-8.1
	ave. 109.9
range 82-130.7

	prp4kb

	WT T line
(n=5)
	ave. 8
range 8
	ave. 34
range 32.5-37
	ave. 5.1
range 4-7
	ave. 105.6
range 87.2-135.2

	prp4ka-4
(n=5)
	ave. 18
range 17-19
	ave. 40.1
range 37.2-44.5
	ave. 7.6
range 6.2-8.5
	ave. 60.2
range 51.2-68.3

	prp4ka-2
(n=5)
	ave. 19.4
range 17-21
	ave. 39.6
range 37.2-42
	ave. 8.2
range 7.3-9.2
	ave. 79.2
range 72.4-82.8

	prp4kb-1
(n=5)
	ave. 9.2
range 9-10
	ave. 37.5
range 35-40.8
	ave. 7.1
range 6-8.2
	ave. 143.2
range 128.5-157.2















B

	Plant line*
	Seeds per silique
	Siliques per plant
	Main stem
(stem number)
	Auxiliary stem
(stem number)

	Complemented Lines

	WT T line
	ND
	ave. 172.5
range 164-181
(n=2 plants)
	ave. 4
range 3-5
(n=11 plants)
	ave. 5.3
range 3-10

	prp4ka-4
	ND
	ave. 112
range 96-128
(n=2 plants)
	ave. 1.7
range 1-4
(n=12 plants)
	ave. 4.7
range 2-7

	prp4ka + 35S-PRP4KA #2
	ND
	ave. 246
range 240-252
(n=2 plants)
	ave. 3.9
range 3-5
(n=12 plants)
	ave. 6.9
range 4-9

	prp4ka + 35S-PRP4KA #4
	ND
	ave. 151
range 147-155
(n=2 plants)
	ave. 2.9
range 2-4
(n=12 plants)
	ave. 7.2
range 4-10

	prp4kb

	WT T line
	ave. 45.7
range 40-53
(n=3 siliques)
	ave. 110.8
range 97-133
(n=4 plants)
	ave. 3.8
range 3-5
(n=12 plants)
	ave. 8.5
range 5-12

	prp4ka-4
	ave. 33.3
range 25-41
(n=3 siliques)
	ave. 94.5
range 82-123
(n=4 plants)
	ave. 2.6
range 1-4
(n=12 plants)
	ave. 3.6
range 1-8

	prp4kb-1
	ave. 48
range 35-60
(n=3 siliques)
	ave. 128.3
range 121-14
(n=4 plants)
	ave. 3.9
range 3-5
(n=16 plants)
	ave. 7.4
range 5-10
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[bookmark: _GoBack]Figure S1: Phenotype comparisons of sac3a, prp4ka and prp4kb mutants


(A)	The phenotypic characters listed at the top were measured in the indicated plant lines shown in the ‘Plant Line’ column. For the wild-type T line, data on transition to flowering were obtained for only 11 plants. Abbreviations: n, number of plants; ave, average; ND, Not Determined
(B)	The phenotypic characters listed at the top were measured in the indicated plant lines shown in the ‘Plant Line’ column. The number (n) of siliques or plants examined for each character is indicated in the specific columns. Siliques were approximately 1.5 cm in length.
(C) Compared prp4ka mutants (two alleles shown), which feature in these photos broad, rather flat rosettes, late flowering and reduced branching, prp4kb-1 mutants are indistinguishable from wild-type (WT) T plants (numerical data in Part A). Additional characteristics in Part B (seeds per silique, siliques per plant, number of main and auxiliary stems) reinforce the more wild-type phenotype of the prp4kb-1 mutant.
(D) In the prp4kb-1 mutant (SALK_035104C), the T-DNA is inserted into the ninth intron (out of 9-10 introns depending on alternative splicing pattern; http://www.arabidopsis.org/servlets/TairObject?id=27136&type=locus). The prp4kb-1 mutant tested for presence of the PRP4KB transcript by semi-quantitative RT-PCR was hemizygous for the wild-type T locus and homozygous for the prp4kb-1 allele (T-;bb). As shown in the PRP4KB panel, +RT (reverse transcriptase) lanes, the T-DNA insertion in the prp4kb-1 allele results in a loss of the PRP4KB transcript, indicating that it likely a null allele. As expected, the PRP4KB transcript can be detected in the wild-type T line. The long T-DNA insertion in the prp4kb-1 allele is thought to result in an artifact visible in the genomic DNA (gDNA) of T-;bb plants. Control experiments using the actin gene are shown in the left panel.
*Independent populations of wild-type T line, prp4ka-4 and prp4kb-1 grown at different times were used for each experiment. Any differences in values among the experiments is presumed to be due to unintended variations in plant growth conditions.
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