the OTUs were reported as in Appendix 1.

(A)

SbulbLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christis
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

et
5
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAGA
CCTGCGAAAG
CCTGCGAAAG
CCTGCGAAAG
CCTGTGAAAG
CCTGTGAAAG
CCTGCG-AAG
CCTGCG-AAG

ol
65
CCCTCGCGAA
CCCTCGCGAG
CCCCCGCGAG
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCTTGCGAG
CCCTTGCGAG
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCTCGCGAA
CCCCCGGGAA
CCCCCGGGAA

et
15
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAATGCAACT
CAAGGCAACT
CAAGGCAACT

ol
75
CACCCTTGGT
CACCCTTGGT
CACCCTTGGT
CACCCTTTGT
CACCCTTGGT
CACCCTTGGT
CACCCTTGGT
CACCCTTGGT
CACCCTTGGA
CACCCTTGGA
CACCCTTGGT
CACCCTTGGT
CAACCTTGGT
CACCCTTGGT
CACCCTTGGG
CACCCTTGGG
CACCCT---C
AGCCCTTCCT

Multialignment_Saxifraga_ITS and trnLF_regions.txt
Supplementary table S1: Multiple alignments of the (A) internal transcribed region ITS and (B) trnL-trnF Intergenic Spacer. The GenBank codes of

et
25
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGGACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACACG
CGCGAACA- -
CGCGAAAG- -

ol
85
TTCCCGACAA
TTCCCGACAA
TTCCCGACAA
TTCCCGACAA
TTCCCGACAA
TTCTCGACAA
TTCCCGACAA
TTCCCGACAA
TT-CCGACAA
TT-CCGACAA
TTCCCGACAA
TTCCCGACAA
TTCCCGACAA
TTCCCGACAA
TTCCCTTTAA
TTCCCTTTAA
TTCCCCGAAA
TCCCCGAAAA

et
35
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTACAC
TACTTTGCAC
TACTTTACAC
-GATTAACAC
TAATTTAAAT

ol
95
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTAGGGGCG
CGTAGGGGCG
CGTCGGGAAG
CGTCGGGGCG
CGTC-GGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGGGGCG
CGTCGG--CG
CGTCGGTTCG

et
45
TCGGGAATCC
TCGGGAATCC
TCGGGAATCC
TCGGGAATCC
TCGGGAATCC
TCGAGAATCC
TTGGGAATCC
TCGGGAATCC
TTTGGAATCC
TTTGGAATCC
TCGGGAATTC
TCGGGAATCC
TCGGGAATCC
TCGGGAATCC
TCGGGAATCC
TCGGGAATCC
TCGGGGATCG

GCCTGGCTTT
GCTTGGCGTT
GCTTGGCGTT
GCTTGGCGCT
GCTTGGCGCT
GCTTGGCGCT
GCTTGGCGCT
GCTTGACGCT
GCCTAGCGTT
GCCTAGCGTT
GCCTGGCGTT
GCCTGGCGTT
GCCTGGCGTT
GCCTGGCGTT
GCCTGGCGTT
GCCTGGCGTT
GCTCGGCGTT
GCTCGGCGCT

et
55
AGGGGTGCCT
ACGGGTGCCT
ACGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGGTGCCT
AGGGTTGCCT
AGGGTTGCCT
AGGGTTGCCT
AGGGGTGCCT
AGGGGTGCCT
AAGGGTGTCT
ATAAGGTTCT

il

115
C-TTT--TCT
C-TTT--TAT
C-TTT--TAT
C-TTT--TCT
C-TTT--TCT
C-TTT--TCT
C-TTA--TCT
A-TAT--TAT
C-TTT--TCT
CTTTT--TCT
C-TTT--TCT
C-TTT--TCT
C-TTT--TCT
C-TTT--TCT
C-TTT--TCT
C-TTT--TCT
C-GTTGCCTT
C-GTT--TTT
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bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409

ol

125
CTCGGCGATG
CCCGGCGACT
CCCGGCGACT
CCCGACGACG
CCCGACGACG
CCCGACGACG
CCCGACGACG
CCCGACGACG
CGCTGCGACG
CGCTGCGACG
CCCGGCGACG
CCCGGCGACG
CCCGGCGACG
CCCGGCGACG
CCCGGCGACG
CCCGGCGACG
TCATGCGATG
TCCTACGAAG

et
185
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG
AAAACCGGCG

ol

245
ACTGCTGCGC
ACTGCTGCGC

135
TAAAACTCGC
TGAAACTCGC
TGAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAACTCGC
TAAAAATCGC
TAAAAATCGC
TAAAAATCGC
TAAAACTCGC
TAAAACTCGC
CAACACTCGC
TAACACTCGT

et
195
TGAAATG-CG
TGAAA-A-CG
TGAAA-A-CG
TGAAATG-CG
TGAAATG-CG
TGAAATGCCG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
TGAAATG-CG
CTAAACG-TG
CGAAATG-TG

ol

255
CAGGACGGGC
CAGGACGGGC
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145
CCGGGCTAAC
CCGGGCTAAC
CCGGGCTAAC
TAGGGCTGAT
TAGGGTTGAT
TAGGGCTGAT
TAGGGCTGAT
TAGGGCTGAT
TCGGGCTAAC
TCGGGCTAAC
TCGGGATAAC
TCGGGATAAC
TCGGGATAAC
TCGGGATAAC
TCGGGCTAAC
TCGGGCTAAC
TTGGGCTAGC
TTGGGCCAGC

et

205
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAAAA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA
CCAAGGAACA

ol

265
GTTGTCTTCT
GTTGTCTTCT

155
AGGCGTAGGG
AGACGCATGG
AGANGCATGG
AGACGTCGGG
AGACGCCGGG
AGACGCCGGG
AGACGCCGGG
AGACGCCGGG
A-ACGCTGGG
A-ACGCTGGG
AAATGCCCGG
AAACGCCCGG
AAACGCCCGG
AAACGCCCGG
AAACGTC-GG
AAACGTC-GG
GACCGTCGGG
GACCGTCGGG

et

215
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGATAGAGAG
TGATAGAGAG
TGAAAGGGAG
TGAAAGGGAG
TGAAAGGGAG
TGAAAGGGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG
TGAAAGAGAG

ol

275
TGATGAGTTT
TGATGAGTTT

165
C-TAAACCAA
C-TTAACCAA
C-TTAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
C-TAAACCAA
CTTGTCCCAA
CTTGTCCCTA

o]

225
TGCGCTCTTT
TGCGCTCTTT
TGCGCTCTTT
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGGGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCTCTTC
TGCGCCCNNN
TGCGCTCTTN

ol

285
-ATAATGACT
-ATAATGACT

ol

175
C-GGAAC-AA
C-GGAAC-AA
C-GGAAC-AA
C-GGAAC-AA
C-GGAAC-AA
C-GGAAC-AA
C-GGAAC-AA
CGGGAAC-AA
C-GCAAC-AA
C-GCAAC-AA
C-GCAAC-AA
C-GCAAC-AA
C-GCAAC-AA
C-GCAAC-AA
C-GCAACAAA
C-GCAACAAA
C-GCAACAAA
C-GCAACAAA

ol

235
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
TGGTGTCAGC
NNNNNNNNNN
NNNNNNNNNN

ol

295
CTCGGCAACG
CTCGGCAACG
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carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441

ACTGCTGCGC
AGTGCTGCGC
AGTGCTGCAC
AGTGCTGCGC
AGTGCTGCGC
AGTGCTGTGC
ACTGCTGCGC
ACTGCTGCGC
ACTGCTGCGC
ACTGCTGCGC
ACTGCTGCGC
ACTGCTGCGC
ACTGCTGCGT
ACTGCTGCGT
NNNNNNNNNN
NNNNNNNNNN

ol

305
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
GATATCTCGG
NNNNNNNNNN
NNNNNNNNNN

e

365
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG

CAGGACGGGC
CGGGACGAGC
CGGGATGGGC
CGGGACGGGC
CGGGACGGGC
CAGGACGGGC
TAGTACGGGC
TAGTACGGGC
CAGCACGGGC
CAGCACGGGC
TAGCACGGGC
CAGCACGGGC
CAGGACTGGC
CAGGACTGGC
NNNNNNNNNN
NNNNNNNNNN

ol

315
CTCTTACATC
CTCTTACATC
CTCTTACATC
CTCTTGCATC
CTCTTACATC
CTCTTACATC
CTCTTACATC
CTCTTACATC
CTCTTACATC
CTCTTACATC
CTCTTGCATC
CTCTTACATC
CTCTTGCATC
CTCTTGCATC
CTCTTACATC
CTCTTACATC
NNNNNNNNNN
NNNNNNNNNN

e

375
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
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GTTGTCTTCT
GTTGTCTTCT
GTTGTCTTCT
GTTGTCTTCT
GTTGTCTTCT
GTTTTCTTCT
GTTGTCTTCT
GTTGTCTTCT
GTCGTCTTCT
GTCGTCTTCT
GTCGTCTTCT
GTCGTCTTCT
GTCGTCTTCT
GTCGTCTTCT
NNNNNNNNNN
NNNNNNNNNN

ol

325
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
AATNAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
GATGAAGAAC
NNNNNNNNNN
NNNNNNNNNN

et

385
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA

TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTAT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
TGATGAGTTT
NNNNNNNNNN
NNNNNNNNNN

ol

335
GTAGCAAAAT
GTAGCAAAAT
GTAGCAAAAT
GCAGCAAAAT
GTAGCAAAAT
GTAGCAAAAT
GTAGCAAAAT
GTAGCAAAAT
GTAGCAAAAT
GTWKCAAAAT
GCAGCAAAAT
GTAGCAAAAT
GCAGCAAAAT
GCAGCAAAAT
GTAGCAAAAT
GTAGCAAAAT
NNNNNNNNNN
NNNNNNNNNN

et

395
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC

-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
AATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
-ATAATGACT
NNNNNNNNNN
NNNNNNNNNN

ol

345
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
GCGATACTTG
NNNNNNNNNN
NNNNNNNNNN

o]

405
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC

CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACG
CTCGGCAACC
NNNNNNNNNN
NNNNNNNNNN

ol

355
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GAGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
NNNNNNNNNN
NNNNNNNNNN

.

415
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTTGA
TTTTGGTCGA
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SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399

CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
NNNNNNNNNG
NNNNNNNNNN

N

425
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCACGTCT
GGGCTCGTCT
GGGCTCGTCT

ol

485
GGATGAAGGG
GGACGAAGGG
GGACGAAGGG
GGATGAAGGG
GGATGAAGGG
GGATGAAGGG
GGATGAAGTG
GGATGAAGGG
GGATGAAGGG
GGATGAAGGG
GGATGAAGGG
GGATGAAGGG

TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
T-AACCATCG
NNNNCC-TCG

P

435
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCGTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT

ol

495
CCTCGC-GGG
CCTTGC-GGG
CCTTGC-GGG
CCTCGC-GGG
CCTCGC-GGG
CCTCGC-GGG
CCTTGC-GGG
CCTTGCGGGG
CCTCGC-GGG
CCTCGC-GGG
CCTCGC-GGG
CCTCGC-GGG
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AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
AGTCTTTGAA
-GCCTTTGAA

et

445
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC
CAC-GTAAAC
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC
CAC-GCACAC
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC
CACTGTACAC
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC
CAC-GTACAC

ol

505
AGCAGATAAT
AGCAGATAAT
AGCAAATAAT
AGCAGATAAT
AGCAGATAAT
AGCAAATAAT
AGCAGATAAT
AGCAGATAAT
AGCAGAAAAT
AGCAGAAAAT
AGCAGATAAT
AGCAGATAAT

CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CACAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC
CGCAAGTTGC

et

455
ATGCCTCCTG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCYCG
ATGCCTTCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
ATGCCTCCCG
GCGCCTCCTG

ol

515
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT

GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC
GCCCGAATCC

ol

465
CAAACCTT--
CAAACCTT--
CAAACCTT--
CAAACCTT--
CAAACCTTC-
CAAACCTT--
CAAACCTT--
CAAACCTT--
CTAACCTTCT
CTAACCTTYT
CAAACCTTC-
CAAACCTTC-
CAAACCTTC-
CAAACCTTC-
CAAACCTT--
CAAACCTT--
CAAACCTT--
CAAACCTTC-

ol

525
GCTCTTTCCG
GCTCTTTCCG
GCTCTTTT--
GCTCTTTCCG
GCTCTTTCCG
GCTCTTTCCG
GCTCTTTCCG
GCTCTTTCCG
GCCCTTTTCG
GCCCTTTTCG
GCCCTTTCCG
GCCTTTTCCG

TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA
TTTTGGTCGA

ol

475
CCCCCTTTGT
CCCCCCTTGT
CCCCCCTCGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGC
CCCCCTMYGC
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
CCCCCTTTGT
TCCGCTTTGT
CCCTCTTTGT

ol

535
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
CGCGGCTTGC
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S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687

GGATGAAGGG
GGATGAAGGG
GAATGAAGGG
AGATGAAGGG
GGACAAAGGG
GGTCGAAGGG

ol

545
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
CTTAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAATG
C-TAAAAACG
C-TAAAAACG
C-AAAAAA--
--TAAAAACA

e

605
GGCCAACCAG
GGCCAACCAG
GGCCAACCAT
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCCAACCAG
GGCTGACCAG

CCTCGC-GGG
CCTCGC-GGG
CCTCGC-GGG
CCTCGC-GGG
GCTTGC-GCG
ACTTGC-GGG

ol

555
GAGAGCTGGT
GAGAGCCGGT
GARAGCCGGT
GAGAGCCAGT
GAGAGCCAGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGT
GAGAGCCGGC
AGAACCAGGC

e

615
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGMGGCGT
TTCGCGGCGT
TTCGCGGCGT
TTCGCGGCGT
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AGCAGATAAT
AGCAGATAAT
AGCAGATAAT
AGCAGATAAT
A-CAGATAAT
A-CAGATAAT

ol

565
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GATGTAACGT
GACGTAACGT
GATGTAACGT
GATGAAACGT
GATGAAACGT

et

625
GACTATTATT
GACCGGTTTT
GACCTGTTTT
GACTAGTATT
GACTAGTATT
GACTAGTATT
GACTAGTATT
GACTAGTATT
GACTAGTTTT
GACTAGTTTT
GACTAGTCTT
GACTAGTCTT
GACTAGTCTT
GACTAGTCTT
GACCAGTTTT
GACCAGTTTT
GACTAGTTAT

GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT
GGTATCCCGT

ol

575
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT
CACGCCTAGT

et

635
CACTGGAAAT
CATCGGAAAT
CATCGGAAAT
CACCRAAAAT
CACCGAAAAT
CACCGAAAAT
CACCGAAAAT
CACCGAAAAT
CACCGGAAAT
CACCGGAAAT
CATCGGAAAT
CATCGGAAAT
CATCGGAAAT
CATCGGAAAT
CACCAAAAAT
CACCAAAAAT
CACCGGAAAT

GCCCTTTTCG
GCCCTTTCCG
GCCCTTTATG
GCCCTTTATG
GCTCTTTCCG
GCTCTTTCCG

ol

585
GGTGGTTAAC
GGTGGTTAAC
AGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC
GGTGGTTAGC
GGTGGTTAAC
AGTGGTTAAC
GGTGGTTAAC
GGTGGTTAAC

ol

645
CT-CCTGCGA
CT-CCTGCGA
CT-CTTGCGA
CT-CCTGCGA
CT-CCTGCGA
CT-CCCGCGA
CT-CCCGCGA
CT-CCCGCGA
CT-CCTGCGA
CT-CTTGNGA
CTACCCGCGA
CT-CCCGCGA
CT-CCCGCGA
CT-CCCGCGA
CT-CCTGCGA
CT-CCTGCGA
CT-CATACGA

CGCGGCTTGC
CGCGGCTTGC
TGCGGCTTGC
T--GGCTTGC
CGCGGCTTGC
CGCGGCTTGC

ol

595
GAGGCCTGAC
GAGGCCTGAC
GAGGCCTAAC
GAGGCCTAAC
GAGGCCTAAC
GAGGCCTAAC
GAGGCCTAAT
GAGGCCTAAT
GAGGCCTAAC
GAGGCCTAAC
GGGGCCTAAC
GGGCCCTAAC
GGGCCCTAAC
GGGCCCTAAC
GAGGCCTAAC
GAGGCCTAAC
GACGCCTAAC
GACGCCTAAC

ol

655
CACCTTGGAT
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTGAAC
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTGGAT
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTGGAC
CACCTTAGAC
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SadsEF028688

bulbilLN812372
dichotLN812409
carpeAF261168
S_granulata
granAJ233860
granuAF482692
granuLN812441
SgraeAF261179
S_haenseleri
haensAF261180
S_montis-christi
corcorsLN812399
S_corsica
S_caprariae
S_cossoniana
cintraAF261171
StriEF028687
SadsEF028688

(B)

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

GGCCGACCAG

e

665
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCT-CTGA
GTCCTGCTAA
GTCCT-CTAA
GTCCT-CTAA
GTCCT-CTAA
GTCCT-CTAA
GTCCT-CTAA
GTCCT-ATAA
GTCCT-CTAA

et
5
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
AAATTG-AGC
GTATTG-AGA
GTAATG-AAA
GCTATGCCAA
GTAATG--AA

TTCGCGACGT

e

675
TGGACTTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACATGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGACGTGCT
TGGGCGTGCT
TGGGCGTGCT

et
15
CTTGGTATGG
CTTGGTATGG
CTTGGTATGG
CTTGGTATGG
CTTGGTATGG
CTTGGTATGG
CTTGGTATGG
CTTGGTATGG
CTTAGTATGG
CTTAGTATGG
CTTGGTATGG
CT-GGTATGG
CTGGATATGG
CTTGA-ATGC
CTGGA-ATG-

Multialignment_Saxifraga_ITS and trnLF_regions.txt

GACTAGTTAT CCACTGAAAT CT-CATACGA CACCTCGGAC

et
685
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTAAAAA
ATTGTCC-AC
ATTGTCACCA

et
25
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
AAACCTACTA
GAACATACTA
AAAC-TACTA
AAAC-TACT-
GAAC-TACTA

et
695
AAACCAACCC
AAACCAACCC
AAACCAACCC
AAACCAACCC
AAACCAACCC
AAACCAACCC
AAACCAACCC
AAACCAACAC
CAACCCACCC
CAAACCACCC
AAACCAACCC
AAACCAACCC
ACACCAACCC
AAACCAACCC
AAACCACCCA
AAACCACCCA
AACCAAAACA
AAACCAAACA

et
35
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT
AGTGATAACT

et
705
ACCAAACC-C
CCCAAACC-C
CCCAAACC-C
ACCAAACC-C
ACCAAACACC
AACAAACC-C
ACCAAACC-C
ACAAAACC-A
ACCAAACAAC
ACCAAACAAC
ACCAAACACC
ACCAAACACC
ACCAAACACC
ACCAAAAACC
ACCAAACC-C
ACCAAACC-C
AC-CAACC-C
AC--CCCACC

et
45
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTCAAATTCA
TTC-AATTCA
TTCAAATTCA
TTC-AATTCA
TTC-AATTCA
TCA-AATTCA

Pagin

...
715
AAAACACC
AAAACACC
ACAACACC
AAAACACC
AAAACACC
AAAACACC
AAAACACC
AAAAAACC
AAAACACC
AAAACACC
AAAACAAA
AAAACACC
AAAACACC
AAAACACC
AAAACACC
AACACACC
CAAACCCC
CAAC-ACC

et
55
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT
GGGAAACCCT

a6



bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606

corsiclLN812633
SeriolLN812649
ScespLN812619
S _mosLN812717
SnevalLN812722
SaralLN812587

et
65
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATTAAAA
GGAATTAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA
GGAATAAAAA

ol

125
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG
TCAGAAAAAG

et

185
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAATT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT

et
75
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC
ATGGGCAATC

- - - - AAAAAA

GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG

Multialignment_Saxifraga_ITS and trnLF_regions.txt

et
85
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA
CTGAGCCAAA

ol

145
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG
AAAAGGATAG

e

205
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA

et
95
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA
TCCTGTTTTA

ol

155
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC
GTGCAGAGAC

e

215
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC

el
105
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGCAAGCAAA
AGCAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA
AGAAAGCAAA

ol

165
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG
TCAATGGAAG

et

225
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT

N
115
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACAAGGGT
ACACCAGGGT
ACACAAGGGT
ACACAAGGGT

ol

175
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC
CTATTCTAAC

e

235
TCAGA-----
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
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SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

AAAGGGAGTT
AAAGGAAGTT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT
AAAGGGAGTT

et

245
--AAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
GGAAGGCTAA
GGAAGGCTAA
TGAAGGCTAA
TGGAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
TGAAGGCTAA
--AAGGCTAA

ol

305
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAAAAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA
ATAAAAATAA

GACTGTGATG
GACTGCGATG
GACTGCGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG
GACTGTGATG

et

255
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAT
ACTTTTATAT
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC
ACTTTTATAC

ol

315
AATGAGAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
CCTGATAAAT
CCTGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGATAAAT
AATGCGAAAT

Multialignment_Saxifraga_ITS and trnLF_regions.txt

CGGTGGTAAA

CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA
CGGTGGTAAA

et
265
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---

ATTTTATATA
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---
ATATTAT---

ol

325
TTACTATTAA
TTAATAGTAA
TTAATAGTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TAAACATTAA
TAAATATTA-
TTAATAGTAA
TTAATAGTAA
TTAATAGTAA
TTAATAGTAA
TTAATAGTAA
TTACTATTAA

AGAATCCTTC
AGAATCCTTC
AGAATCCTTG
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC
AGAATCCTTC

N
275
--TTATTATG
--TTATTATG
--TTATTATG
--TTATTATG
--TTATTATG
--TTATTATG
--TTATTATG
--TTATTATG
--TTATTATG
TATTATTATG
--TTCTTATG
--TTATTATG
--TTATTATG
--TTCTTATG
--TTATTATG
--TTATTATG

N

335
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
----- ATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA
TTAATATTAA

CATCGAAACT
CATCGAAACT
CATCAAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT
CATCGAAACT

et

285
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATATGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT
TATACGTACT

ol

345
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCG
TGACGACTCG
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA
TGACGACTCA

TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGAAAGGC
TCAGA-----

e

295
GAAATAGTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATATTAT
GAAATAGTAT

vl

355
AGTC---TTT
AGTC--TTTT
AGTC-TTTTT
AGTC---TTT
AGTC---TTT
AGTC--TTTT
AGTC---TTT
AGTC---TTT
AGTCTTTTTT
AGTCTTTTTT
AGTCTTTTTT
AGTC--TTTT
AGTC--TTTT
AGTC-TTTTT
AGTC-TTTTT
AGTC---TTT
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bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsiclLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722

ol

365
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--AAA
TTTTT--CAA
TTTTT--CAA
TTTTTTGCAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA
TTTTT--CAA

425

375
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT
CGAAAAAATT

Multialignment_Saxifraga_ITS and trnLF_regions.txt

385
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
TTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC
GTTGTAAATC

395
GATTATAAGT
GATTAGAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTATAAGT
GATTAGAAGT
GATTAGAAGT
GATTATAAGT
GATTAGAAGT
GATTATAAGT

455

ATATTCAT - = —-mmmmmmom mmmmmmee oo TGATAAA
CTATTCAT == mmmmmmmmmm mmmmmmmmee - TGATAAA
CTATTCAT == == mmmmmmmm mmmmmeeee - TGATAAA
ATATTCAT - - =-mmmmmmmm mmmmmmmmee oo TGATAAA
ATATTCAT - = —-mmmmmmom mmmmemmee oo TGATAAA
1N N (. TGATAAA

ATATTCATTG
ATATTCATTG
ATATTCATTG
ATATTCATTG

ATAAAACCAT
ATAAAACCAT
AGAAAACCAT
AGAAAACCAT

TCACACTCTA
TCACACTCTA
TCACGCTATA
TCACGCTATA

GTCTGATAAA
GTCTGATAAA
GTCTGATAAA
GTCTGATAAA

CTATTCAT == =mmmmmmmmm mmmmeeee - TGATAAA
CTATTCAT -- mmmmmmmmmm mmmmmmmmee - TGATAAA
CTATTCAT == =mmmmmmmmm mmmmeeee - TGATAAA
CTATTCAT -- mmmmmmmmmm mmmmmmmmee - TGATAAA
CTATTCAT == mmmmmmmmmm mmmmeeee - TGATAAA
ATATTCAT - - =-mmmmmmmm mmmmmmmee oo TGATAAA

ol

485
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA

ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG

AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC

ol

515
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA

405
TGAAG-- - - -
TGAAG-- - - -
TGAAG-- - - -
TGAAG-- - - -
TGAAG- - - - -
TGAAG-- - - -

ol

415
AAAGAATTGA
AAAGAATTGA
AAAGAATTGA
AAAGAATTGA
AAAGAATTGA
AAAGAATTGA

TGAAGAAAGA AAAGAATTGA
TGAAGAAAGA AAAGAATTGA

TGAAG-- - - -
TGAAG-- - - -
TGAAG- - - - -
TGAAG-- - - -
TGAAG- - - - -
TGAAG-- - - -
TGAAG-- - - -
TGAAG-- - - -

et
465
TCCTTTGCAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGAAG
TCCTTTGCAG

ol

525
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC

AAAGAATTGA
AAAAAATTGA
AAAAAATTGA
AAAGAATTGA
AAAGAATTGA
AAAAAATTGA
AAAGAATTGA
AAAGAATTGA

et
475
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA
AGCTGATTAA

ol

535
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
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SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi

TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA
TCAGACAAGA

ol

545
ATNNNNNNNN
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
TTAGTAAGAG
TTAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAGAG
ATAGTAAAAG
ATAGTAAAAG
ATAGTAAGAG

e

605
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG
CTCAAAAAGG

ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG
ATAAAGATAG

ol

555
NNNNNNNNNN
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT
GAAAATCCGT

et

615
GCCCGTTTGA
GCCCGTTTGA
GCCCGTTTGA
GCCAGTTTGA
GCCAGTTTGA
GCCAGTTTGA
GCCCGTTTGA
GCCCGTTTGA
GCCCGTTTGA
GCCTGTTTGA
GCCCGTTTGA
GCCCGTTTGA
GCCCGTTTGA
GCCCGTTTGA
GCCCGTTTGA

Multialignment_Saxifraga_ITS and trnLF_regions.txt

AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC
AGTCCCATTC

ol

565
NNNNNNNNNN
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CGACTTTAGA
CAACTTTAAA
CGACTTTAGA

e

625
CTGCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCTTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC
CTCCTTAAAC

TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA
TACATGTCAA

ol

575
NNNNNNGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG
AATCGTGAGG

et

635
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TATATTAGCT
TATATTAG- -
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT
TAT-TTAGTT

TGCTGACAGC
TGCTGACAGC
TACTGACAGA
TACTGACAGA
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC
TGCTGACAGC

ol

585
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC
GTTCAAGTCC

et

645
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
---CTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC
GATCTGATCC

AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT
AATGAAATTT

ol

595
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC
CTCTATCCCC

e

655
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTT-CT
TATACTT-CT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
TATACTTACT
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dicholLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsiclLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717

CTCAAAAAGG

ol

665
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGATTTTTT
TCGA--TTTT
ATAA--TTTT
ATAA--TTTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT
TCGA--TGTT

ATCCGAGCAA
ATCCGAGCAA

CCAGTTTTTC
CCATTTTTTC
CCATTTTTTC
CCATTTTTTC
CCATTTTTTC

GCCCGTTTGA

e

675
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTCGGGT
TTTTTCGGGT
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---
TTTTTTG---

ol

735
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT
AGGTTTTTTT
AGGTTTTTTT
AAATTTTGTT
AAATTTTGTT
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT
AGTTTTTTTT

TAATTGACAT
TAATTGACAT
TAATTGACAT
TAATTGACAT
TAATTGACAT

Multialignment_Saxifraga_ITS and trnLF_regions.txt

CTGCTTAAAC TAT-TTAGTT GATCTGATCC TATACTTACT

et
685
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CTAAAATCGT
CTAAAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT
CAAGAATCCT

ol

745
CTTTACATAC
CTTTACATAC
CTTTACATAC
CTTTACATAC
CTTTACATAC
CTTTACATAC

CTTTTAGGAC
CTTTTAGGAC
CTTTACATAC
CTTTACATAC
CTTTACATAC
CTTTACATAC
CTTTACATAC
CTTTACATAC

e

805
AGAACCAA-G
AGAACCAA-G
AGAACCAA-G
AGAACCAA-G
AGAACCAA-G

et
695
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
TATGTTTCTC
TATGTTTCTC
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT
AGTCCATCAT

ol

755
AA-AAAATGC
AA-AAAACGC
AA-AAAACGC
AA-AAAATGC
AA-AAAATGC
AA-AAAATGC

AATATAATAC
AATATAATAC
AA-AAAACGC
AA-AAAACGC
AA-AAAACGC
AA-AAAACGC
AA-AAAACGC
AA-AAAATCC

et
705
ACTGAAACTT
ACTGAAACTT
ACTGAAACTT
ACTAAAACTT
ACTAAAACTT
ACTAAAACTT
ACTGAAACTT
ACTGAAACTT
ATTCACTCTT
ATTCACTTTT
ACTGAAACTT
ACTGAAACTT
ACTGAAACTT
ACTGAAACTT
ACTGAAACTT
ACTGAAACTT

ol

765
AAGGCCTGAA
AAGGCCTGAA
AAGGCCTGAA
AAGGCCTAAA
AAGGCCTAAA
AAGGCCTAAA

ATATCCAAAT
ATATCCAAAT
AAGGCCTGAA
AAGGCCTGAA
AAGGCCTGAA
AAGGCCTGAA
AAGGCCTGAA
AAGGCCTGAA

TCATAAAAGG
TCATAAAAGG

ol

775
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG

GAACATCTTT
GAACATCTTT
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG
GAAAACCTTG

e

835
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
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ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
SnevalN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata
S_montis_christi
dichoLN812644

bulbLN812606
corsicLN812633
SeriolLN812649
ScespLN812619
S_mosLN812717
ShevalLN812722
SaralLN812587
SberLN812594
SadscLN812575
StridLN812790
granLN812676
S_caprariae
S_corsica
S_granulata

CCATTTTTTC

CCATTTTTTC
CCATTTTTTC
CCATTTTTTC
CCATTTTTTC
CCATTTTTTC
CCAGTTTTTC

e

845
ATGAGAATGA
ATGAGAATGA
ATGAGACTGA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA
CTGAAACTTA
CTGAAACTTA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA
ATGAGAATGA

TAATTGACAT

-AAATAAGAA
AAATTAAGAA
TAATTGACAT
TAATTGACAT
TAATTGACAT
TAATTGACAT
TAATTGACAT
TAATTGACAT

et

855
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
CAAA--GGTT
CAAA--GGTT
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA
TAAGTCGGGA

Multialignment_Saxifraga_ITS and trnLF_regions.txt

AGAACCAA-G TCATC----- ----- TCGTA
AGCCCCTGTT TTTTTTTTGA AAGAATCCTA
AGCCCCCG-T TTTTTTTTGA AAGAATCCTA
AGAACCAA-G TCATC----- ----- TCGTA
AGAACCAA-G TCATC----- ----- TCGTA
AGAACCAA-G TCATC----- ----- TCGTA
AGAACCAA-G TCATC----- ----- TCGTA
AGAACCAA-G TCATC----- ----- TCGTA
AGAACCAA-G TCATC----- ----- TCGTA

N P U P R P

865 875 885
ATAGTCGCAA AAAAACA--- ACACAC--CC
ATAGTCGCAA AAAAA-C--- AAACAAC-CC
ATAGTCGCAA AAAAA-C--- AAACAAACCC
ATAGTCGCAA AAAAAAAC-A AAACAC--CC
ATAGTCGCAA AAAAAAAAAA AAACAC--CC
ATA----CAA AAAAACA--- AAACAAC-CC
ATAGTCGCAA AAAAA-C--- AAACAC--CA
ATAGTCGCAA AAAAACA--- AAACAC--CA
TTTTTCTCAA AAAAAAAACA CAC-AAAACC
TTTTTCTCAA AAAAAAA--C CAAACAAAAC
ATAGTCGCAA AAAAA-C--- AAACAAAACC
ATAGTCGCAC AAAAC-C--- AAACAAC-CC
ATAGTCGCAA AACAA-C--- AAACAAC-CC
ATAGTCGAAA CACCC-C--- AAACAAACCC
ATAGTCG-CA CCCAC-C--- AAACAAACCC
ATAGTCG--- ---- CAA--C ACACAC--CC

ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
GTCCATCATA
GTCCATCATA
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA
ATCTAGTAAA

e

895
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
ACAAACCAC-
ACAACCCAC-
AAACCAAAAA
AACCCAAAAA
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
CCAACCCAAC
CCAACCCCAC
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