[bookmark: _GoBack]Appendix 1. Taxa studied for DNA sequences. Voucher information (country and region and, if available, location, collector(s), collector number, herbarium code) together with corresponding citations for sequences obtained from previous publications are indicated. EMBL/GenBank accession numbers are given for all ITS/trnL-trnF sequences included in this study. Missing sequence data are indicated by dashes. DNA sequences newly generated in this study are in bold type. The species belonging to Saxifraga L. ser. Saxifraga according to Webb & Gornall (1989) and Mannocci et al. (2016) are marked with asterisks.
Saxifraga adscendens L.: Romania, Jud. Hunedoara, M. Röser 9710 (HAL), –/LN812575 (Tkach et al., 2015).
S. adscendens L.: Sweden, Västmanland, Viker: 1 km NE of Bengtstorp, EF028688/– (Nilsson & Jorde, 1998; Chapman & Burke, 2007).
S. arachnoidea Sternb.: Italy, Prov. Brescia, M. Röser 10259 (HAL), –/LN812587 (Tkach et al., 2015).
S. berica (Bég.) D.A.Webb: Italy, Monti Berici, H. Meltesics (LE), –/LN812594 (Tkach et al., 2015).
*S. bulbifera L.: Austria, Lower Austria, M. Röser 9124 (HAL), LN812372/LN812606 (Tkach et al., 2015).
*S. caprariae Mannocci, Ferretti, Mazzoncini & Viciani: Italy, Capraia Isola (Livorno), Sorgente Valle del Fondo, 3 April 2005, M. Mannocci s.n. [note: specimen cultivated in Leghorn and collected on 21 May 2010], (PIAGR), MH304315/MH300132.
*S. carpetana Boiss. & Reut.: Spain, Avila, Solosancho, 12-97PV (MA), AF261168/– (Vargas, 2000).
S. cespitosa L. subsp. cespitosa: Russia, Taymyr, Yu.P. Kozhevnikov (LE), –/LN812619 (Tkach et al., 2015) [note: specimen location not showed in Fig. 2].
*S. cintrana Kuzinsky ex Willk.: Portugal, Sierra de Montejunto, 2515PV (MA), AF261171/– (Vargas, 2000).
*S. corsica (Seringe in Duby) Grenier & Godron: France, Corsica, Stazione a sud di Moltifao, scarpata pietrosa lungo la strada D147, 21 March 2014, G. Ferretti & V. Mazzoncini, (FI), MH304314/MH300133.
*S. corsica (Seringe in Duby) Grenier & Godron: Italy, Sardinia, M. Röser 10171 (HAL), LN812399/LN812633 (Tkach et al., 2015).
*S. cossoniana Boissier & Reuter: Spain, Alacant, Castell de Castells (La Marina Alta), La Llecuna, 700 m, entre las piedras de los ribazos de campos de cultivo, 3 May 2007, J. Riera & C. Torres (MA, 790009), MH304317/–.
*S. dichotoma Willd. ex Sternb.: Spain, Sierra de Pela, Rivas Goday (HAL51497), LN812409/LN812644 (Tkach et al., 2015).
S. erioblasta Boiss. & Reut.: Spain, Granada, M. Röser 3251 (HAL), –/LN812649 (Tkach et al., 2015).
*S. graeca Boiss. Greece, Olimbos, Stauros, Richards (RNG), AF261179/– (Vargas, 2000).
*S. granulata L.: Austria, Lower Austria, M. Röser 7437 (HAL), LN812441/LN812676 (Tkach et al., 2015).
*S. granulata L.: Spain, Malaga, Jubrique 3PV97 (MA), AJ233860/– (Vargas et al., 1999)
*S. granulata L.: Spain, Almeria, Sierra de Filabres, AF482692/– (García-Maroto, Garrido-Cárdenas, Gómez-Mercado, Guil-Guerrero & López-Alonso, 2003)
*S. granulata L.: Italy, Toscana, Montefegatesi (Lucca), 5-600 metri dopo il paese, verso Ponte a Gaio. Scarpata stradale erbosa, 825 m slm, esp. N, 8 May 2014, G. Ferretti (FI), MH304313/MH300131.
*S. haenseleri Boiss. & Reut.: Spain, Albacete, Sierra de Alcaraz, G. Nieto 1297 (MA), AF261180/– (Vargas, 2000).
*S. haenseleri Boiss. & Reut.: Spain, Peña Negra, loc. Carcelén (Albacete), oquedades de la roca calcárea, muchas veces junto al musgo. alt. 1082, orient. N, 17 April 2011, J. Gómez (MA 869156), MH304318/–.
*S. montis-christi Mannocci, Ferretti, Mazzoncini & Viciani: Italy, Isola di Montecristo (Livorno): Vallone di Cala Maestra, 6 May 2012, G. Ferretti s.n. [note: specimen cultivated in Leghorn and collected on 20 April 2013] (FI), MH304316/MH300134.
S. moschata Wulfen: Germany, cult. Botanical Garden MLU Halle-Wittenberg, N. Tkach 82 (HAL), –/LN812717 (Tkach et al., 2015).
S. nevadensis Boiss.: Spain, Granada, M. Röser 3313 (HAL), –/LN812722 (Tkach et al., 2015).
S. tridactylites L.: Sweden, Södermanland, Hölö: 300 m W of Skogstorp, EF028687/– (Nilsson & Jorde, 1998; Chapman & Burke, 2007).
S. tridactylites L.: Germany, Baden-Württemberg, M. Röser 9927 (HAL), –/LN812790 (Tkach et al., 2015).















Table 1.  ITS and trnL-trnF. Estimates of Evolutionary Divergence over Sequence Pairs between Groups. 
	                   ITS
	                trnL-trnF

	Species 1
	Species 2
	Dist.
	Species 1
	Species 2
	Dist.

	S. granulata
	S. corsica
	0.053
	S. caprariae
	S. corsica
	0.000

	S. granulata
	S. caprariae
	0.053
	S. caprariae
	S. montis-christi
	0.004

	S. corsica
	S. caprariae
	0.009
	S. corsica
	S. montis-christi
	0.004

	S. granulata
	S. montis-christi
	0.053
	S. caprariae
	S. granulata
	0.005

	S. corsica
	S. montis-christi
	0.018
	S. corsica
	S. granulata
	0.005

	S. caprariae
	S. montis-christi
	0.018
	S. montis-christi
	S. granulata
	0.008


The number of base substitutions per site were obtained by averaging over all sequence pairs between groups. Analyses were conducted using the Maximum Composite Likelihood model (Tamura et al., 2004). The differences in the composition bias among sequences were considered in evolutionary comparisons (Tamura & Kumar, 2002). The analysis involved seven nucleotide sequences. All ambiguous positions were removed for each sequence pair. There were a total of 685 positions in the final dataset. Evolutionary analyses were conducted in MEGA6 (Tamura et al., 2013).









Captions for Figures

Figure 1. Saxifraga species investigated with indications of series and subsection. 

Figure 2. Distribution map of all species of Saxifraga considered in this study. Sources and data codes are indicated in Appendix 1 (see supplemental material online). The collection localities of the two recently described species are showed.

Figure 3. Bayesian 50% majority-rule consensus phylogram from nrDNA (3.1) and cpDNA (3.2) sequences showing relationships among: (3.1) all the species belonging to the ser. Saxifraga; (3.2) among the data available for the species of ser. Saxifraga and other species of sect. Saxifraga. Posterior probability values are shown near nodes when >50%. The Bootstrap values obtained by Maximum Likelihood analyses are showed in brackets.

Supplementary material

S1. Multiple alignments of the (A) internal transcribed region ITS and (B) trnL-trnF Intergenic Spacer. The GenBank codes of the OTUs are reported as in Appendix 1 (see supplemental material online).
S2. Bayesian and Maximum Likelihood phylograms from nrDNA and cpDNA sequence analyses. All phylogenies are showed in newik format.

S3. Positions of single nucleotide polymorphisms occurring among S. caprariae, S. corsica and S. montis-christi.

