Table S2: Specimen name and museum code for individuals that may require revision based on position within phylogeny along with noted name changes and errors in recent literature.
	Name of museum specimen
	Museum code
	Reason for revising specimen

	P. librarius 
	QCAZ25652
	New species or mis-id. “aff” added in Figure 1.

	P. walkeri
	QCAZ17095
	New species or mis-id. “aff walkeri” added in Figure 1.

	P. walkeri
	QCAZ17097
	New species or mis-id. “aff walkeri” added in Figure 1.

	P. martiae
	QCAZ25801
	New species or mis-id. “aff martiae1” added in Figure 1.

	P. martiae
	QCAZ25802
	New species or mis-id. “aff martiae1” 1 added in Figure 1.

	P. ockendeni
	QCAZ25768
	New species or mis-id. “aff martiae2” added in Figure 1.

	P. martiae
	QCAZ25393
	Resolved in a sister clade to the 3 other P. martiae specimens. 

	P. martiae
	QCAZ25403
	Resolved in a sister clade to the 3 other P. martiae specimens.

	P. altamazonicus
	QCAZ25382
	Mis-identified P. diadematus or the group requires revision.

	P. malkini
	QCAZ25444
	Named as P. malkini at time of collection and in museum catalogue. Being a juvenile specimen may have contributed to mis-identification. See comments below.

	P. croceoinguinis
	QCAZ25544
	Was identified as P. croceoinguinis in original field notes and in museum database. Genetically affiliated with P. malkini. See comments below.

	P. ockendeni
	QCAZ25576
	Elmer and Cannatella (2008) declined to assign voucher to any of the 3 newly described species. Likely to be P. kichwarum.

	P. ockendeni
	QCAZ25766
	Called P. ockendeni by Pinto-Sanchez et al. (2012) but highly likely to be P. kichwarum based on our phylogeny. See comments below.

	P. kichwarum
	QCAZ25428
	Appears on GenBank twice. Called P. ockendeni by Pinto-Sanchez et al. (2012) and P. kichwarum by Elmer et al. (2007). Sequences used in this study were those used by Pinto-Sanchez et al. (2012). Named as P. kichwarum in Figure 1. See comments below.

	P. unistrigatus 
	JJM193
	Part of unpublished data set Mahecha et al. Appears apart from the other P. unistrigatus and may require revision. 

	P. eriphus 
	JJM210
	Part of unpublished data set Mahecha et al. Appears apart from the other P. eriphus and may require revision.

	P. peruvianus
	MHNSM 9267
	Name changed to P. reichlei by Padial et al. (2014) from what is on GenBank 

	P. zeuctotylus
	ROM 43978
	Name changed to P. sp by Padial et al. (2014) from what is on GenBank

	P. acuminatus
	QCAZ17510
	Revised from P. acuminatus to P. omeviridis by Ortega-Andrade et al. (2015)

	P. acuminatus
	QCAZ19664
	Revised from P. acuminatus to P. omeviridis by Ortega-Andrade et al. (2015)

	P. acuminatus
	QCAZ16748
	Revised from P. acuminatus to P. omeviridis by Ortega-Andrade et al. (2015). Called P. sp in Figure 1 due to its placement in tree. Possibly the sequence included is not from QCAZ16748. Further sequencing and revision required. 

	P. euphronides 
	BWMC6918
	Geographical co-ordinates in study different from GenBank 



Cryptic diversity and mis-identifications

Six of the eight individuals of P. croceoinguinis included in this study resolve together in one clade, along with a Pristimantis sp individual (QCAZ14707), suggesting they are all part of the same species or species complex. Geographical locations are as follows: three from southern Ecuador (QCAZ14707, QCAZ18231 and KU217862), three individuals sourced close together within central-eastern Ecuador (QCAZ18006, QCAZ25638, QCAZ25339) and one in northern Ecuador (QCAZ25788). These individuals are grouped geographically in this pattern within the tree. These results indicate the presence of hidden diversity within the species P. croceoinguinis. P. spnov (QCAZ14707) should be revised to P. croceoinguinis based on this molecular information. One individual of P. croceoinguinis (QCAZ25453) from Montalvo, Pastaza southeastern Ecuador was placed sister to the croceoinguinis clade, with P. malkini (QCAZ25444; collected as a juvenile, likely misidentified) and P. lirellus (KU217862). This group may require assessment as to the geographic and phylogenetic scope of P. croceoinguinis.

P. croceoinguinis (QCAZ25544) resolved in a divergent phylogenetic position from the croceoinguinis clade, again with a P. malkini (QCAZ28296). Given the similarity in museum code numbers (QCAZ25444 and QCAZ25544) it was originally thought that a mix up had occurred between the two. However, assessing the original field notes (KRE) and field identification numbers it is unlikely (although not impossible) that this has occurred. Further investigation of the museum specimen and molecular analysis of additional putative P. malkini would be useful. 

P. ockendeni (QCAZ25766; sequences from Pinto-Sanchez et al. (2012)) resolved within the P. kichwarum clade and is likely to be P. kichwarum based on our phylogeny and its geographical location in the distribution of P. kichwarum. Elmer and Cannatella (2008) declined to reassign P. ockendeni QCAZ25576 to one of the new species because of small sample sizes but noted it was likely to be P. kichwarum, or a closely related new species. 

The other two P. ockendeni individuals included in our phylogeny are grouped distinct from the luscombei-altamnis-kichwarum clade and are likely misidentified. The geographical origin of QCAZ25768 is in the upper Napo of Ecuador, in the distribution of P. kichwarum; therefore it is most likely a misidentification. Its grouping within a clade of P. martiae has therefore led us to rename it to P. aff martiae 2 in the tree.  Specimen KU222023 from Peru .is sister to a clade of unknown specimens from Ecuador and may be a misidentification. It is highly likely that there is extensive cryptic diversity within the putative species P. ockendeni, as it is a widespread and morphologically variable species, found in Colombia, Ecuador, Peru, Brazil and Bolivia, that has only had taxonomic revision in Ecuador (Elmer & Cannatella 2008). 

[bookmark: _GoBack]The clade grouping P. altamazonicus and P. diadematus suggests cryptic diversity, uncertain identifications, and a potential misidentification. These two species are found within similar geographical and altitudinal ranges, both being widespread in Ecuador and Peru, up to 1,200m asl and found within similar habitat types, closed canopy tierra firma in secondary and primary forests (Azevedo-Ramos et al., 2004; Rodríguez et al., 2004). The species should be morphologically distinct based on colour in life; P. altamazonicus has red/orange colouration and dark mottling in the groin and legs, whereas P. diadematus has a cream to greenish venter with dark mottling and is much larger (Lehr and Duellman, 2009). Here the P. altamazonicus specimen QCAZ25382 shows no character difference from three individuals of P. diadematus and misidentification seems likely. When excluding this, an explanation may be that P. altamazonicus is paraphyletic with respect to P. diadematus, which is known to be present in some South America amphibian groups (Fouquet et al., 2007), including some Pristimantis species (Crawford et al., 2010). There is no clear geographical pattern which corresponds to the placement of individuals within the tree. The P. altamazonicus specimen QCAZ25382 was found close to three individuals of P. diadematus. P. diadematus individual (KU221999) is from Peru, and may be distinct from the Ecuadorian specimens. The two P. altamazonicus individuals (QCAZ25798 and QCAZ25799) which are grouped together are both from the same area in northern Ecuador. The other four individuals of P. altamazonicus have long branch lengths suggesting they are genetically distinct from one another. These results show there is the potential for a taxonomic revision within these two species.

Three individuals of the species P. walkeri were not recovered as monophyletic with one individual grouping with P. luteolateralis apart from the two other individuals that were monophyletic. Initially it was assumed that the single individual may be misidentified, but assessment of previous phylogenies (Heinicke et al., 2007; Hedges et al., 2008; Pyron and Wiens, 2011; Pinto-Sanchez et al., 2012) shows P. walkeri and P. luteolateralis grouped together in all analyses with Bayesian posterior probabilities of 100. These two species are morphologically identical and are only distinguished by altitudinal range (Lynch and Duellman, 1997); they form a monophyletic clade with another similar species P. parvillus (Hedges et al., 2008; Pyron and Wiens, 2011), confirmed in this study. Therefore, the two individuals (QCAZ17095 and QCAZ17097), which are both from the same geographical location, have most likely been misidentified as P. walkeri. As they group close phylogenetically they are likely to be closely related to P. walkeri and therefore, we call these individuals P. aff walkeri. 

The seven individuals of P. martiae were split up in the tree into three groupings suggesting several misidentifications and/or cryptic diversity. The grouping of P. ockendeni (QCAZ25768) with three individuals of P. martiae (QCAZ17998, QCAZ18018 and KRE099) suggests it has been misidentified and might in fact be P. martiae (see above). Of the remaining individuals named as this species two were grouped in a neighbouring clade (QCAZ25403 & QCAZ25393) and two far from the other five (QCAZ25802 & QCAZ25801). We have called the two furthest from the others as P. aff martiae 1. P. martiae has a variable colouration and few morphological distinct characteristics (Lehr and Duellman, 2009), which can easily lead to misidentifications. The splitting up of these individuals into three clades makes it difficult to determine the position of P. martiae within the Pristimantis phylogeny. It is likely that there is cryptic diversity in this widespread and morphological variable species.

The three Pristimantis sp individuals (QCAZ25582, QCAZ25583, and QCAZ25588) that were placed within the same monophyletic clade were all sourced from the same geographical area within very close proximity (<100m apart). They are placed close to P. librarius with high support for the relationship, although the long branch length of P. librarius suggests they are likely to be separate from this species.
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