
Supplementary Table S3. Primers used in this study
	Primers 
	Primers equence (5’-3’) 
	Restriction sites 
	Functions 

	tNT1
	CCGGAATTCATGGAGACAACGACTGCAGCTACC
	EcoRⅠ
	For expressing tNT

	tNT2
	CCGCTCGAGTAACTACTTGAGCATTTTCAGC
	Xho I
	

	L1
	GAGTCACTGCAG CATCTATCCAAAGCCGAGTC
	PstⅠ
	For amplifying upstream of nt

	L2
	TTTCTTCGGCATTTTTTATAT
	
	

	R1
	ATATAAAAAATGCCGAAGAAATAATCAATCATCTGAAAACAGGG
	
	For amplifying downstream of nt

	R2
	CTGATCGAGCTC GGCAGACCAATAATGGTGTGA
	SacⅠ
	

	NT-F
	ATTGAAAATAACCCAGTGGAA
	
	An internal fragment of nt

	NT-R
	TTTTCTACGACCTACTGCCAT
	
	

	NT-X
	CAAATGCTGGCGTGGTTAG
	
	For sequencing and identifying △nt

	NT-Y
	GCTTGGCAATTCGGGTAA
	
	

	Ccr6
	AGAACACTGACGCACAGTAAG
CGATCCTGCAGCTCGTATTT
	
	For amplifying gene Ccr6 in qRT-PCR

	H2-Ob
	TACCTCAGTAGTCCCTCGTTTC
CACAGTCACAGGGTTAGGATTG
	
	For amplifying gene H2-Ob in qRT-PCR

	H2-Oa
	CCGGCCTTCTACCAATCTTAC
GTTCTTCAGATCCACGGAGAAA
	
	For amplifying gene H2-Oa in qRT-PCR

	H2-DMb2
	CAACGAACAGGAGAGCCTTAT
GGTCAGCACATCCCAGAAA
	
	For amplifying gene H2-DMb2 in qRT-PCR

	Il10
	TTGAATTCCCTGGGTGAGAAG
TCCACTGCCTTGCTCTTATTT
	
	For amplifying gene Il10 in qRT-PCR

	Cidea
	CTTAAGGGACAACACGCATTTC
CGAAGGTGACTCTGGCTATTC
	
	For amplifying gene Cidea in qRT-PCR

	Nfkbia
	CCTTCCTCAACTTCCAGAACAA
GATCACAGCCAGCTTTCAGA
	
	For amplifying gene Nfkbia in qRT-PCR

	Ccl5
	CCAATCTTGCAGTCGTGTTTG
ACCCTCTATCCTAGCTCATCTC
	
	For amplifying gene Ccl5 in qRT-PCR

	Zc3h12a
	GCGAGGCCACACAGATATT
TCTCTAGTTCCCGAAGGATGT
	
	For amplifying gene Zc3h12a in qRT-PCR

	Il1b
	GGTACATCAGCACCTCACAA
	
	For amplifying gene Il1b in qRT-PCR

	
	TTAGAAACAGTCCAGCCCATAC
	
	


Restriction sites are underlined.

