	Gene 
	Position
	Protein function

	ARID4A
	Chr14:58,766,563-58,838,717
	RB binding protein

	ARID4B
	Chr1:235,324,534-235,490,244
	RB binding protein

	C6ORF221
	Chr6:74,072,443-74,073,593
	Component of the SCMC

	CTCF
	Chr16:67,644,726-67,671,785
	Zinc finger protein

	DNMT1
	Chr19:10,244,333-10,311,569
	Maintenance DNA methyltransferase

	DNMT3A
	Chr2:25,457,138-25,536,863
	de novo DNA methyltransferase

	DNMT3B
	Chr20:31,367,912-31,395,719
	de novo DNA methyltransferase

	DNMT3L
	Chr21:45,666,270-45,681,152
	DNA methyltransferase-like protein

	DPPA3
	Chr12:7,864,157-7,869,683
	Primordial germ cells specification

	HIST1H1B
	Chr6:27,834,617-27,835,317
	Linker histone

	KDM1B
	Chr6:18,160,117-18,222,233
	H3 lysine-4 demethylase 

	MBD3
	Chr19:1,578,329-1,592,640
	Component of the NuRD complex

	MTA2
	Chr11:62,361,337-62,368,932
	Component of the NuRD complex

	NLRP2
	Chr19:55,481,374-55,512,276
	NLR protein family

	NLRP5
	Chr19:56,511,082-56,572,904
	Component of the SCMC

	NLRP7
	Chr19:55,435,098-55,459,028
	NLR protein family

	OOEP
	Chr6:74,078,497-74,104,103
	Component of the SCMC

	PIWIL2
	Chr8:22,136,890-22,213,028
	piRNA pathway protein

	PIWIL4
	Chr11:94,278,969-94,354,168
	piRNA pathway protein

	PLD6
	Chr17:17,106,071-17,109,610
	piRNA pathway protein

	TLE6
	Chr19:2,978,222-2,995,012
	Component of the SCMC

	TRIM28
	Chr19:59,055,493-59,061,930
	Scaffold protein for heterochromatin factors

	UHRF1
	Chr19:4,910,849-4,960,824
	DNMT1 recruitment

	ZFP42
	Chr4:188,923,952-188,924,904
	Zinc finger protein

	ZFP57
	Chr6:29,640,267-29,644,790
	Zinc finger protein


[bookmark: _GoBack]Supplementary Table S1. Genomic position and function of genes included in the targeted NGS panel. 

Abbreviations: SCMC, subcortical; NuRD, Nucleosome Remodelling and Deacetylase complex; NLR, nucleotide-binding and oligomerization like receptor; DNMT1, DNA Methyltransferase 1.
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