>Sequence replacing the polyN stretch located from position 1,704,428 bp to 1,704,522 bp TCCATGGTGTCACACAGAGTCAGACACAACTGAGTGACTGAGCACACACGGATGCAG

>Sequence replacing the polyN stretch located from position 1,739,719 bp to 1,740,580 bp

AGACGGTGGCATTTTTCTACGCAATTATTCATTCTTCCTTTCCCTCTCTTTCTGTGTATTTAGTAAGTACAGCATTGTATAGTATAGCATGATTCTAGGCAGAACACATCCCCTCATTAGAATTACATTATCTCACATTCTAGGAGGGGAATCAAGGCTCAGG

>Sequence replacing the polyN stretch located from position 1,780,403 bp to 1,780,502 bp

GAGAGGAAGAGGCCTCAGGAAGGATCTGAGTCCCCTGCAGAATTGTATGGACAAGAGGGAGAGAGATCAAGGAAATCACCTTAAAAGTAAACTCCGGG

> Sequence replacing the polyN stretch located from position 1,824,554 bp to 1,824,653 bp

GCGGGGGCACCTGGCACATGCTGCAGGGGCAGGGCATGCCGCCCCAGTGCTGGAAGCCGCCAGTGCCCCCGCCGCTGCCGCCCCCGCCCCCAAGCGGGGCCGCCGCCGCCGCCGCCGCCGGAGACTTGAGCAGGCCGTGAGGGGGCCGAATGGAGCCGACCGACGACAACCCGGAGCCGGGCAGGGAGGCGCTGGACACCGCGGCGGCCGCCGCGGCGGC

The polyN stretch located between position 1,867,486 bp and 1,867,585 bp is due to a partial duplication and an error in genome assembly. The whole region between positions 1866607 bp and 1868267 bp (excluded) must be excised and nucleotide 1866607 directly bound to nucleotide 1868267.
