Pairwise sequence alignment (clustal format) employed for homology modelling of the human C11B1 (residues 34-502) based on the PDB structure 4dvq (chain A).

human C11B1  TVLPFEAMPRRPGNRWLRLLQIWREQGYEDLHLEVHQTFQELGPIFRYDLGGAGMVCVML
4dvq_A       TVLPFEAMPQHPGNRWLRLLQIWREQGYEHLHLEMHQTFQELGPIFRYNLGGPRMVCVML
             *********::******************.****:*************:***. ******

human C11B1  PEDVEKLQQVDSLHPHRMSLEPWVAYRQHRGHKCGVFLLNGPEWRFNRLRLNPEVLSPNA
4dvq_A       PEDVEKLQQVDSLHPCRMILEPWVAYRQHRGHKCGVFLLNGPEWRFNRLRLNPDVLSPKA
             *************** ** **********************************:****:*

human C11B1  VQRFLPMVDAVARDFSQALKKKVLQNARGSLTLDVQPSIFHYTIEASNLALFGERLGLVG
4dvq_A       VQRFLPMVDAVARDFSQALKKKVLQNARGSLTLDVQPSIFHYTIEASNLALFGERLGLVG
             ************************************************************

human C11B1  HSPSSASLNFLHALEVMFKSTVQLMFMPRSLSRWTSPKVWKEHFEAWDCIFQYGDNCIQK
4dvq_A       HSPSSASLNFLHALEVMFKSTVQLMFMPRSLSRWISPKVWKEHFEAWDCIFQYGDNCIQK
             ********************************** *************************

human C11B1  IYQELAFSRPQQYTSIVAELLLNAELSPDAIKANSMELTAGSVDTTVFPLLMTLFELARN
4dvq_A       IYQELAFNRPQHYTGIVAELLLKAELSLEAIKANSMELTAGSVDTTAFPLLMTLFELARN
             *******.***:**.*******:**** :*****************.*************

human C11B1  PNVQQALRQESLAAAASISEHPQKATTELPLLRAALKETLRLYPVGLFLERVASSDLVLQ
4dvq_A       PDVQQILRQESLAAAASISEHPQKATTELPLLRAALKETLRLYPVGLFLERVVSSDLVLQ
             *:*** **********************************************.*******

human C11B1  NYHIPAGTLVRVFLYSLGRNPALFPRPERYNPQRWLDIRGSGRNFYHVPFGFGMRQCLGR
4dvq_A       NYHIPAGTLVQVFLYSLGRNAALFPRPERYNPQRWLDI------FHHVPFGFGMRQCLGR
             **********:*********.*****************      *:**************

human C11B1  RLAEAEMLLLLHHVLKHLQVETLTQEDIKMVYSFILRPSMFPLLTFRAI
4dvq_A       RLAEAEMLLLLHHVLKHFLVETLTQEDIKMVYSFILRPGTSPLLTFRAI
             *****************: *******************.  ********
