Pairwise sequence alignment (clustal format) employed for homology modelling of human NR0B1 (residues 249-470) based on the PDB structure 3f5c (chain B).

human NR0B1    KSPQVVCEAASAGLLKTLRFVKYLPCFQVLPLDQQLVLVRNCWASLLMLELAQDRLQFET
3f5c_B         KDPQVVCEAASAGLLKTLRFVKYLPCFQILPLDQQLVLVRSCWAPLLMLELAQDHLHFEM
               *.**************************:***********.***.*********:*:** 

human NR0B1    VEVSEPSMLQKILTTRRRETGGNEPLPVPTLQHHLAPPAEARKVPSASQVQAIKCFLSKC
3f5c_B         MEI---------------------------------------HLLPAAAVQAIKSFFFKC
               :*:                                       :: .*: *****.*: **

human NR0B1    WSLNISTKEYAYLKGTVLFNPDVPGLQCVKYIQGLQWGTQQILSEHTRMTHQGPHDRFIE
3f5c_B         WSLNIDTKEYAYLKGTVLFNPDLPGLQCVKYIEGLQWRTQQILTEHIRMMQREYQIRSAE
               *****.****************:*********:**** *****:** ** ::  : *  *

human NR0B1    LNSTLFLLRFINANVIAELFFRPIIGTVSMDDMMLEMLCTKI
3f5c_B         LNSALFLLRFINSDVVTELFFRPIIGAVSMDDMMLEMLCAKL
               ***:********::*::*********:************:*:
