Table S1. Set of 46 endocytic genes directly bound by TFEB.

	GENE SYMBOL
	GENE DESCRIPTION
	Endosomal related FUNCTION
	Chr
	start
	stop
	peak tags

	ACAP2
	ArfGAP with coiled-coil, ankyrin repeat and PH domains 2
	protein localization to endosome
	chr3
	195163726
	195164340
	16

	AP1S2
	adaptor related protein complex 1 subunit sigma 2
	post-Golgi vesicle-mediated transport
	chrX
	15872928
	15873417
	11

	AP4M1
	adaptor related protein complex 4 subunit mu 1
	Golgi to endosome transport
	chr7
	99698798
	99699308
	11

	ARAP1
	ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 1
	[bookmark: _GoBack]small GTPase mediated signal transduction
	chr11
	72463280
	72463761
	8

	ARFGEF2
	ADP ribosylation factor guanine nucleotide exchange factor 2
	intracellular vesicular trafficking
	chr20
	47537836
	47538582
	36

	ATP6V0B
	ATPase H+ transporting V0 subunit b
	transmembrane transport
	chr1
	44440252
	44440850
	25

	ATP6V0D1
	ATPase H+ transporting V0 subunit d1
	transmembrane transport
	chr16
	67514642
	67515419
	28

	ATP6V0E1
	ATPase H+ transporting V0 subunit e1
	transmembrane transport
	chr5
	172410462
	172411082
	25

	ATP6V1A
	ATPase H+ transporting V1 subunit A
	transmembrane transport
	chr3
	113465113
	113466006
	47

	ATP6V1C1
	ATPase H+ transporting V1 subunit C1
	transmembrane transport
	chr8
	104033021
	104033525
	15

	ATP6V1E1
	ATPase H+ transporting V1 subunit E1
	transmembrane transport
	chr22
	18111393
	18112033
	11

	ATP6V1G1
	ATPase H+ transporting V1 subunit G1
	transmembrane transport
	chr9
	117349644
	117350302
	57

	ATP6V1H
	ATPase H+ transporting V1 subunit H
	transmembrane transport
	chr8
	54755362
	54756285
	55

	BLOC1S3
	biogenesis of lysosomal organelles complex 1 subunit 3
	secretion of lysosomal enzymes
	chr19
	45681387
	45682217
	26

	CHMP4A
	charged multivesicular body protein 4A
	endosomal transport
	chr14
	24682332
	24683195
	64

	CLCN7
	chloride voltage-gated channel 7
	chloride transmembrane transport
	chr16
	1524820
	1525341
	13

	CLTA
	clathrin light chain A
	endocytosis
	chr9
	36190513
	36191035
	16

	CLTC
	clathrin heavy chain
	receptor-mediated endocytosis
	chr17
	57696677
	57697145
	8

	GIT2
	GIT ArfGAP 2
	regulation of ARF GTPase activity
	chr12
	110433947
	110434497
	27

	IGF2R
	insulin like growth factor 2 receptor
	receptor-mediated endocytosis
	chr6
	160389360
	160390243
	19

	M6PR
	mannose-6-phosphate receptor, cation-dependent
	endosome to lysosome transport
	chr12
	9102192
	9102769
	9

	MCOLN1
	mucolipin 1
	transmembrane transport
	chr19
	7587156
	7587791
	52

	MFSD1
	major facilitator superfamily domain containing 1
	transmembrane transport
	chr3
	158519406
	158520132
	48

	MTM1
	myotubularin 1
	endosome to lysosome transport
	chrX
	149736667
	149737408
	19

	PDCD6IP
	programmed cell death 6 interacting protein 
	binds to endophilins, proteins that regulate membrane shape during endocytosis
	chr3
	33839661
	33840237
	10

	PICALM
	phosphatidylinositol binding clathrin assembly protein
	receptor-mediated endocytosis
	chr11
	85779758
	85780642
	80

	PIP4K2C
	phosphatidylinositol-5-phosphate 4-kinase type 2 gamma
	phosphatidylinositol metabolic process
	chr12
	57984598
	57985769
	34

	PIP5K1A
	phosphatidylinositol-4-phosphate 5-kinase type-1 alpha
	phagocytosis
	chr1
	151170510
	151171274
	57

	PLA2G6
	phospholipase A2 group VI 
	positive regulation of exocytosis
	chr22
	38577629
	38578110
	8

	PPT1
	palmitoyl-protein thioesterase 1
	receptor-mediated endocytosis
	chr1
	40562549
	40563213
	15

	RAB21
	RAB21, member RAS oncogene family
	protein transport
	chr12
	72148198
	72148890
	44

	RAB29
	RAB29, member RAS oncogene family
	small GTPase mediated signal transduction
	chr1
	205744252
	205744733
	9

	RAB5A
	RAB5A, member RAS oncogene family
	endocytosis
	chr3
	19987783
	19988860
	67

	RAB7A
	RAB7A, member RAS oncogene family
	endosome to lysosome transport
	chr3
	128444755
	128445231
	8

	SLC36A1
	solute carrier family 36 member 1
	transmembrane transport
	chr5
	150826708
	150828166
	38

	SLC37A3
	solute carrier family 37 member 3
	transmembrane transport
	chr7
	140098119
	140098878
	10

	SNX13
	sorting nexin 13
	intracellular trafficking
	chr7
	17979946
	17980439
	8

	SNX16
	sorting nexin 16
	endosome to lysosome transport
	chr8
	82753940
	82754938
	31

	SNX2
	sorting nexin 2
	endocytosis
	chr5
	122109991
	122110472
	8

	SPG20
	spartin
	regulating endosomal trafficking
	chr13
	36920404
	36920916
	16

	STX4
	syntaxin 4
	post-Golgi vesicle-mediated transport
	chr16
	31044185
	31044950
	33

	STX6
	Syntaxin 6
	retrograde transport, endosome to Golgi
	chr1
	180991723
	180992426
	27

	SYNRG
	synergin gamma
	intracellular protein transport
	chr17
	35969253
	35969879
	35

	TOM1
	target of myb1 membrane trafficking protein
	endocytosis
	chr22
	35695087
	35696330
	49

	TPP1
	tripeptidyl peptidase 1
	proteolysis
	chr11
	6640128
	6640972
	26

	VPS35
	VPS35, retromer complex component
	retrograde transport, endosome to Golgi
	chr16
	46722691
	46723374
	19


The shown endocytic genes were identified in the ChIP-Seq (-1 kb region from the transcription start site) experiment performed on HeLa cells overexpressing TFEB-FLAG as previously described [1]. For each gene, the human genomic coordinates of the binding of TFEB (start and stop columns) in the promoter and the number of accumulated short read sequences mapping to the promoter region (peak tags) are reported.

