Table S3. Set of 35 endocytic genes increased by TFEB overexpression.
	Gene
	Probe Set ID
	Gene Title
	FDR
(threshold <0.05)
	Signed Ratio
[TFEB-GFP: WT HeLa]
	Fold Change
[Log2(TFEB-GFP: WT HeLa)]

	ADORA1
	205481_at
	adenosine A1 receptor
	1.60E-10
	3.147827072
	1.65435629

	
	216220_s_at
	
	0.029098528
	1.237193101
	0.30707069

	
	
	
	
	
	

	AP1M2
	65517_at
	adaptor related protein complex 1 subunit mu 2 
	3.45E-07
	1.501961837
	0.58684816

	
	218261_at
	
	2.40E-06
	1.423015928
	0.50895181

	
	
	
	
	
	

	AP1S1
	205195_at
	adaptor related protein complex 1 subunit sigma 1 
	1.11E-09
	2.283078753
	1.19098063

	
	205196_s_at
	
	2.83E-09
	2.131484562
	1.09185861

	
	209635_at
	
	3.27E-10
	2.034600059
	1.02474523

	
	
	
	
	
	

	AP1S2
	228415_at
	adaptor related protein complex 1 subunit sigma 2 
	5.45E-11
	2.469361651
	1.30413814

	
	203300_x_at
	
	2.30E-08
	1.816877767
	0.86146136

	
	230413_s_at
	
	3.43E-06
	1.649765765
	0.7222612

	
	230264_s_at
	
	8.39E-08
	1.643792377
	0.71702809

	
	203299_s_at
	
	0.00088618
	1.511449547
	0.59593282

	
	
	
	
	
	

	AP2S1
	208074_s_at
	adaptor related protein complex 2 subunit sigma 1 
	1.18E-11
	1.767432561
	0.82165517

	
	202120_x_at
	
	6.20E-10
	1.721352087
	0.78354222

	
	211047_x_at
	
	1.40E-10
	1.628443927
	0.70349404

	
	
	
	
	
	

	ATP8B3
	1554704_at
	ATPase phospholipid transporting 8B3
	6.46E-06
	2.071338159
	1.0505631

	
	
	
	
	
	

	BIN1
	214439_x_at
	bridging integrator 1
	3.88E-09
	1.743614431
	0.80208105

	
	210202_s_at
	
	2.09E-08
	1.678249597
	0.7469573

	
	202931_x_at
	
	4.91E-08
	1.637613523
	0.71159492

	
	210201_x_at
	
	1.68E-08
	1.634450291
	0.7088055

	
	214643_x_at
	
	0.001947367
	1.295556828
	0.3735723

	
	
	
	
	
	

	BLOC1S6/
PLDN
	222826_at
	biogenesis of lysosomal organelles complex 1 subunit 6
	4.79E-08
	1.859748561
	0.89510758

	
	224883_at
	
	2.23E-08
	1.766174271
	0.8206277

	
	224892_at
	[bookmark: _GoBack]
	2.28E-08
	1.669044332
	0.73902228

	
	
	
	
	
	

	CAV2
	203323_at
	caveolin 2
	1.88E-12
	2.343609773
	1.22873237

	
	203324_s_at
	
	5.60E-08
	1.487657931
	0.57304283

	
	213426_s_at
	
	0.000173412
	1.416688109
	0.50252218

	
	
	
	
	
	

	CD24
	209772_s_at
	CD24 molecule
	0
	2.79397375
	1.48231847

	
	266_s_at
	
	2.60E-12
	2.199874782
	1.13742141

	
	208650_s_at
	
	1.19E-12
	2.01212726
	1.00872155

	
	208651_x_at
	
	1.10E-11
	1.977427234
	0.98362461

	
	216379_x_at
	
	9.74E-14
	1.952403572
	0.9652513

	
	209771_x_at
	
	1.86E-12
	1.796331609
	0.8450537

	
	
	
	
	
	

	CDK5
	204247_s_at
	cyclin dependent kinase 5
	1.39E-09
	1.824332249
	0.8673685

	
	
	
	
	
	

	COL5A1
	212489_at
	collagen type V alpha 1 chain
	2.82E-07
	1.909861243
	0.93346783

	
	203325_s_at
	
	2.45E-07
	1.663518914
	0.73423827

	
	212488_at
	
	1.79E-07
	1.494221873
	0.57939439

	
	
	
	
	
	

	DAB2
	240873_x_at
	DAB2, clathrin adaptor protein
	8.70E-08
	2.184662375
	1.12741034

	
	201280_s_at
	
	6.42E-07
	1.683932258
	0.7518341

	
	201279_s_at
	
	7.91E-09
	1.62421598
	0.69974349

	
	210757_x_at
	
	3.98E-08
	1.611732015
	0.68861189

	
	201278_at
	
	8.17E-07
	1.529355506
	0.61292381

	
	
	
	
	
	

	DBNL
	222429_at
	drebrin like
	1.30E-07
	1.614127966
	0.69075496

	
	
	
	
	
	

	DENND1A
	219763_at
	DENN domain containing 1A
	8.30E-08
	1.856599853
	0.89266291

	
	
	
	
	
	

	EGFR
	201984_s_at
	epidermal growth factor receptor
	1.56E-08
	1.859168485
	0.89465752

	
	
	
	
	
	

	ELMO2
	55692_at
	engulfment and cell motility 2
	2.66E-06
	1.588470371
	0.66763818

	
	221528_s_at
	
	1.37E-05
	1.441443694
	0.52751448

	
	220363_s_at
	
	0.01012697
	1.279012585
	0.35503046

	
	
	
	
	
	

	HRAS
	212983_at
	HRas proto-oncogene, GTPase
	1.58E-09
	1.947266376
	0.96145025

	
	
	
	
	
	

	LDLRAP1
	57082_at
	low density lipoprotein receptor adaptor protein 1
	5.39E-07
	1.657211708
	0.72875792

	
	221790_s_at
	
	3.50E-06
	1.537903233
	0.62096473

	
	
	
	
	
	

	LRP12
	219631_at
	LDL receptor related protein 12
	1.48E-13
	5.467090346
	2.45077322

	
	220253_s_at
	
	1.86E-11
	3.709333327
	1.89115992

	
	220254_at
	
	0.000154795
	1.506657095
	0.59135111

	
	
	
	
	
	

	NAPA
	206491_s_at
	NSF attachment protein alpha
	6.06E-10
	2.254964374
	1.17310464

	
	208751_at
	
	1.03E-08
	2.253930698
	1.17244316

	
	
	
	
	
	

	OPA1
	212214_at
	OPA1, mitochondrial dynamin like GTPase
	2.09E-07
	1.635138541
	0.70941288

	
	214306_at
	
	9.53E-06
	1.547100634
	0.62956704

	
	212213_x_at
	
	2.16E-06
	1.517563331
	0.60175672

	
	241027_at
	
	0.042949747
	1.250562242
	0.32257686

	
	
	
	
	
	

	PDLIM7
	214121_x_at
	PDZ and LIM domain 7 
	0.000146441
	1.48811271
	0.5734838

	
	214266_s_at
	
	0.000262618
	1.4320767
	0.51810876

	
	203369_x_at
	
	0.000598067
	1.381361032
	0.46609043

	
	
	
	
	
	

	PRKCI
	209677_at
	protein kinase C iota
	4.33E-06
	1.637811045
	0.71176892

	
	209678_s_at
	
	4.20E-06
	1.430491082
	0.5165105

	
	213518_at
	
	1.03E-07
	1.406617672
	0.49223025

	
	
	
	
	
	

	RAB34
	1555630_a_at
	RAB34, member RAS oncogene family
	2.81E-08
	1.552914894
	0.63497877

	
	224710_at
	
	2.00E-09
	1.547001561
	0.62947465

	
	
	
	
	
	

	
	
	
	
	
	

	RAB7A
	211961_s_at
	RAB7A, member RAS oncogene family
	1.00E-09
	1.718851099
	0.78144457

	
	211960_s_at
	
	5.06E-05
	1.409384528
	0.49506528

	
	227602_at
	
	0.011650907
	1.212145363
	0.27756272

	
	
	
	
	
	

	REEP1
	204364_s_at
	receptor accessory protein 1
	1.58E-06
	1.6269731
	0.7021904

	
	204365_s_at
	
	0.000100046
	1.397381214
	0.48272565

	
	
	
	
	
	

	SCARB1
	1552256_a_at
	scavenger receptor class B member 1
	1.69E-07
	1.576628713
	0.65684295

	
	201819_at
	
	1.29E-07
	1.560452982
	0.64196489

	
	215834_x_at
	
	3.74E-05
	1.534337815
	0.61761616

	
	
	
	
	
	

	SCLT1
	1569190_at
	sodium channel and clathrin linker 1
	4.88E-05
	1.761011615
	0.81640442

	
	1569495_at
	
	0.005364197
	1.441664792
	0.52773576

	
	
	
	
	
	

	SH3BP4
	222258_s_at
	SH3 domain binding protein 4
	2.34E-12
	2.724642577
	1.44606699

	
	
	
	
	
	

	SNAP23
	214544_s_at
	synaptosome associated protein 23
	9.85E-07
	1.64265748
	0.71603169

	
	209131_s_at
	
	5.43E-05
	1.590534499
	0.66951166

	
	209130_at
	
	2.94E-07
	1.491025054
	0.5763045

	
	
	
	
	
	

	STX7
	212631_at
	syntaxin 7
	5.45E-08
	1.875427975
	0.90721986

	
	212632_at
	
	6.32E-05
	1.505372336
	0.59012036

	
	203457_at
	
	0.000798011
	1.40331073
	0.48883449

	
	
	
	
	
	

	STX8
	204690_at
	syntaxin 8
	2.26E-07
	1.612978019
	0.68972678

	
	
	
	
	
	

	VAPA
	225198_at
	VAMP associated protein A
	1.23E-11
	2.389718993
	1.25684098

	
	228480_at
	
	0.015951533
	1.331790158
	0.41336678

	
	208780_x_at
	
	1.47E-06
	1.275253509
	0.35078407

	
	
	
	
	
	

	VTI1B
	225928_at
	vesicle transport through interaction with t-SNAREs 1B
	1.72E-08
	2.036832405
	1.02632728

	
	225926_at
	
	3.50E-07
	1.902748688
	0.92808503

	
	209452_s_at
	
	0.000102952
	1.298053347
	0.37634968


35 genes were identified as being upregulated by overexpression of TFEB in the microarray experiment performed on HeLa TFEB-GFP stable clones (GSE73055). HeLa cells stably expressing TFEB-GFP were compared to control WT HeLa cells.  Data were compiled from 3 biological replicates. The corresponding Affymetrix Probe Set ID (Affymetrix Human Genome U133 Plus 2.0) for each gene is reported in the table. False discovery rate <0.05 was applied for statistical significance thresholding. The column “signed ratio” refers to the ratio between the stable TFEB-GFP overexpression HeLa cells and WT HeLa cells (GSE73055). Fold Change column is equal to the log2 of the signed ratio.



