[bookmark: _GoBack]Table S1 Primers for PCR analysis of complete chicken mitogenomes
	Primers
	Primer sequences (5'- 3')
	Location of genome 
	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Length(bp)

	[bookmark: OLE_LINK3][bookmark: OLE_LINK4]F1
	CCCACATCCTATCACAGACG
	16597-1419
	1608

	R1
	GCCTGATACCTGCTCCTTTT
	
	

	F2
	TTTACATGCCACTTAACTCC
	1145-2868
	1724

	R2
	GCTGGAGGAGGTTGTGTTC
	
	

	F3
	CTTGCCAGTAGAGGTGAA
	2685-4180
	1735

	R3
	GAGTAGACAGTTAGGCTTGAT
	
	

	F4
	TACATGCAGGCCCGAAAG
	4163-5594
	1432

	R4
	CTGGGAATCAGAAGTGGAAT
	
	

	F5
	CGAGCATAACCAACGCCTG
	5463-6632
	1170

	R5
	GTTGAAGCGTTAGGCTGTAGTC
	
	

	F6
	TACAGCCTAACGCTTCAACAC
	6615-8336
	1722

	R6
	AAAGCCTAGTTGGGAGTGGTT
	
	

	F7
	GAAGGAATCGAACCCTCACAT
	8201-9975
	1775

	R7
	GGGCTTGGGTCAACTATGTGG
	
	

	F8
	AATAATGCCATCAATCTCCG
	9800-11537
	1738

	R8
	TGTGGGCAAGAGTATGATTG
	
	

	F9
	GACCACCTACACAACCTAAAC
	11466-13039
	1574

	R9
	GACCAACGGATTGCTCTT
	
	

	F10
	CAACGAGGCACTCTTCCAT
	12737-14304
	1568

	R10
	GGGCTCAGGTATTGATGTATG
	
	

	F11
	CACCTCCTGCCTAACCAT
	14186-15745
	1560

	R11
	GGATGGCATAGGCGAATAG
	
	

	F12
	CATTTCACCCATACTACTCCT
	15560-16660
	1101

	R12
	GTGGCGTCTAATCCTTCG
	
	



