[bookmark: _GoBack]Table S3. Primer pairs designed for RT-QPCR analysis. 
	Gene name
	Gene accession N°
	Primer sequence
	Amplicon size

	 Rplp0
	NM_007475
	F: 5’-AGGATATGGGATTCGGTCTCTTC-3’
R: 5’-TCATCCTGCTTAAGTGAACAAACT-3’
	143 bp

	Ar
	NM_013476.4
	F: 5’-CTGGGAAGGGTCTACCCAC-3’
R: 5’-GGTGCTATGTTAGCGGCCTC-3’
	128 bp

	Atf4
	NM_009716.3
	F: 5’-AGCAAAACAAGACAGCAGCC-3’
R: 5’-ACTCTCTTCTTCCCCCTTGC-3’
	194 bp

	Atg7
	NM_001253717.1
	F: 5’-CTCTGACGTCACGATGGAGC-3’
R: 5’-CGCTTGCTGGCTGCAATAAC-3’’
	138 bp

	Fbxo32
	NM_026346.3
	F: 5’-ACCTGCTGGTGGAAAACATC-3’
R: 5’-CCCCGCTTTTGTCATATTCCG-3’
	93 bp

	Cebpb
	NM_001287738.1
	F: 5’-GACAAGCTGAGCGACGAGTA-3’
R: 5’-GTCAGCTCCAGCACCTTGT-3’
	119 bp

	Ddit3
	NM_007837.4
	F: 5’-ATATCTCATCCCCAGGAAACG-3’
R: 5’-TCTTCCTTGCTCTTCCTCCTC-3’
	188 bp

	Ccnd1
	NM_007631.2
	F: 5’-AAATGCCAGAGGCGGATGAGAACA-3’
R: 5’-TGGAAAGAAAGTGCGTTGTGCGGT-3’
	204 bp

	Ets1
	NM_011808.2
	F: 5’-TCCTATCAGCTCGGAAGAACTC-3’
R: 5’-TCTTGCTTGATGGCAAAGTAGTC-3’
	120 bp

	Ghr
	NM_010284.3
	F: 5’-ACAGTGCCTACTTTTGTGAGTC-3’
R: 5’-GTAGTGGTAAGGCTTTCTGTGG-3’
	133 bp

	Hes1
	NM_008235.2
	F: 5’-GGCCTCTGAGCACAGAAAGT-3’
R: 5’-TTGGAATGCCGGGAGCTATC-3’
	132 bp

	Igf1
	NM_010512.5
	F: 5’-GTGTGGACCGAGGGGCTTTTACTTC-3’
R: 5’-GCTTCAGTGGGGCACAGTACATCTC-3’
	146 bp

	Mki67
	NM_026472.4
	F: 5’-ACCGTGGAGTAGTTTATCTGGG-3’
R: 5’-TGTTTCCAGTCCGCTTACTTCT-3’
	126 bp

	Trim63
	NM_001039048.2
	F: 5’-ACCTGCTGGTGGAAAACATC-3’
R: 5’-CTTCGTGTTCCTTGCACATC-3’
	96 bp

	Myh2
	NM_001039545.2
	F: 5’-GCGAAGAGTAAGGCTGTCCC-3’
R: 5’-GGCGCATGACCAAAGGTTTC-3’
	76 bp

	Myod1
	NM_010866.2
	F: 5’-CTGGCGCCGCTGCCTTCTAC-3’
R: 5’-GACCTCTCTACTCACTTCTCCAG-3’
	129 bp

	Myog
	NM_031189.2
	F: 5’-GACCCTACAGACGCCCACAATC-3’
R: 5’-ACACCCAGCCTGACAGACAATC-3’
	127 bp

	Mir129-5p
	MIMAT0000209
	5’-CTTTTTGCGGTCTGGGCTTGC-3’

	

	Mir142-3p
	MIMAT0000155
	5’-TGTAGTGTTTCCTACTTTATGGA-3’

	

	Mir16
	MIMAT0000527
	5’- TAGCAGCACGTAAATATTGGCG-3’

	

	Mir202-3p
	MIMAT0000235
	5’-AGAGGTATAGCGCATGGGAAGA-3’

	


F, forward; R, reverse.
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