[bookmark: _GoBack]Table S5. Secondary metabolite predictions for T. paradoxum.  Multiple genes predicted as part of the same cluster are highlighted in the same color.

	Core Gene
	Scaffold
	Description
	anti-SMASH
	SMURF

	TPAR_00575
	NODE_390_length_53150_cov_75.627998
	NRPS-Like
	x
	x

	TPAR_00873
	NODE_554_length_26394_cov_79.396263
	PKS
	x
	x

	TPAR_01005
	NODE_679_length_59636_cov_79.653450
	NRPS
	x
	x

	TPAR_01108
	NODE_771_length_24286_cov_80.307297
	NRPS
	x
	x

	TPAR_01520
	NODE_1106_length_110920_cov_78.881119
	NRPS
	x
	x

	TPAR_01525
	NODE_1106_length_110920_cov_78.881119
	NRPS-Like
	x
	x

	TPAR_01585
	NODE_1190_length_45953_cov_80.320328
	NRPS-Like
	x
	x

	TPAR_02016
	NODE_1435_length_92676_cov_77.662468
	NRPS
	x
	x

	TPAR_02367
	NODE_1830_length_98209_cov_78.840118
	PKS-Like
	x
	x

	TPAR_02393
	NODE_1890_length_152105_cov_80.674706
	Other
	x
	

	TPAR_02498
	NODE_1987_length_18371_cov_77.396767
	Terpene
	x
	

	TPAR_02978
	NODE_2475_length_80250_cov_85.215889
	PKS
	x
	x

	TPAR_03202
	NODE_2730_length_33995_cov_82.740639
	PKS
	x
	x

	TPAR_03745
	NODE_3423_length_34887_cov_85.782616
	PKS
	x
	x

	TPAR_03807
	NODE_3533_length_147468_cov_79.679886
	PKS
	x
	x

	TPAR_04492
	NODE_5097_length_147358_cov_79.809937
	NRPS
	x
	x

	TPAR_04493
	NODE_5097_length_147358_cov_79.809937
	PKS
	x
	x

	TPAR_04684
	NODE_5560_length_19641_cov_75.153305
	PKS
	x
	x

	TPAR_04753
	NODE_5637_length_134795_cov_79.314178
	NRPS
	x
	x

	TPAR_05168
	NODE_6344_length_60288_cov_80.321709
	Terpene
	x
	

	TPAR_05297
	NODE_6901_length_221959_cov_82.272202
	PKS
	x
	x

	TPAR_05678
	NODE_9151_length_116873_cov_81.953735
	NRPS
	x
	x

	TPAR_06055
	NODE_12488_length_220493_cov_80.158409
	PKS
	x
	x

	TPAR_06058
	NODE_12488_length_220493_cov_80.158409
	PKS
	x
	x

	TPAR_06530
	NODE_15248_length_99165_cov_79.136955
	PKS
	x
	x

	TPAR_06653
	NODE_15847_length_110007_cov_84.814651
	PKS
	x
	x

	TPAR_06961
	NODE_18335_length_54632_cov_76.764885
	PKS-Like
	
	x

	TPAR_06985
	NODE_18586_length_75015_cov_78.107483
	NRPS-Like
	x
	x

	TPAR_07123
	NODE_20578_length_151764_cov_80.355194
	HYBRID
	x
	x

	TPAR_07215
	NODE_21367_length_71547_cov_87.168045
	NRPS
	x
	x

	TPAR_07361
	NODE_22835_length_90426_cov_81.684059
	NRPS
	x
	x

	TPAR_07414
	NODE_24413_length_68987_cov_77.316612
	DMATs
	x
	x

	TPAR_07620
	NODE_25460_length_86066_cov_80.073929
	NRPS-Like
	x
	

	TPAR_08126
	NODE_36682_length_119547_cov_81.818863
	DMATs
	x
	x



