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	Cluster Name
	T. inflatum and T. paradoxum ID
	Putative annotation

	ORTHOMCL1977
	TINF05694 TINF02675 TINF05743 TPAR_05485
	LysM domain-containing protein

	ORTHOMCL3176
	TINF03188 TINF03233 TPAR_02033 TPAR_02438
	Subtilase serine protease

	ORTHOMCL5763
	TINF00106 TPAR_02281 TPAR_04178
	hypothetical protein

	ORTHOMCL6180
	TINF05702 TINF06745 TPAR_04183
	Secreted aspartic proteinase

	ORTHOMCL6395
	TINF07751 TPAR_04933 TPAR_02792
	GPI anchored serine-threonine rich protein

	ORTHOMCL7402
	TINF06858 TPAR_08472
	Bromodomain associated domain protein

	ORTHOMCL7411
	TINF07546 TPAR_03963
	Alkaline phosphatase

	ORTHOMCL7421
	TINF09114 TPAR_09309
	

	ORTHOMCL7423
	TINF00842 TPAR_09276
	Hypothetical protein

	ORTHOMCL7435
	TINF06706 TPAR_03234
	

	ORTHOMCL7448
	TINF08834 TPAR_01208
	N2227-like protein

	ORTHOMCL7486
	TINF09860 TPAR_01928
	Hypothetical protein

	ORTHOMCL7493
	TINF08766 TPAR_07352
	Elastinolytic metalloproteinase Mep

	ORTHOMCL7515
	TINF02062 TPAR_06098
	ABC-type Fe3+ transport system

	ORTHOMCL7520
	TINF09915 TPAR_04518
	Putative peptidase family-protein

	ORTHOMCL7523
	TINF06082 TPAR_05265
	Trehalase

	ORTHOMCL7545
	TINF09879 TPAR_07102
	Beta-1,3-glucanosyltransferase

	ORTHOMCL7549
	TINF09927 TPAR_04519
	Aminopeptidase merops family M28

	ORTHOMCL7551
	TINF03566 TPAR_09166
	Hypothetical protein

	ORTHOMCL7574
	TINF00108 TPAR_06828
	Hydrophobic surface binding protein A

	ORTHOMCL7579
	TINF01516 TPAR_00196
	Flavin-containing amine oxidoreductase

	ORTHOMCL7586
	TINF04478 TPAR_00677
	Necrosis inducing protein

	ORTHOMCL7592
	TINF02814 TPAR_06230
	Hypothetical protein

	ORTHOMCL7628
	TINF02012 TPAR_08877
	

	ORTHOMCL7638
	TINF08292 TPAR_04376
	Extracellular serine-rich protein

	ORTHOMCL7649
	TINF09784 TPAR_00175
	

	ORTHOMCL7701
	TINF02758 TPAR_08213
	Hypothetical protein

	ORTHOMCL7830
	TINF04116 TPAR_06084
	Hypothetical protein

	ORTHOMCL7837
	TINF04948 TPAR_04249
	Glycoside hydrolase family 27

	ORTHOMCL7840
	TINF02180 TPAR_01046
	Hypothetical protein

	ORTHOMCL7848
	TINF09191 TPAR_03952
	Beta-lactamase/transpeptidase-like protein

	ORTHOMCL7863
	TINF00415 TPAR_05619
	hypothetical protein

	ORTHOMCL7883
	TINF01527 TPAR_01515
	phospholipase D

	ORTHOMCL7921
	TINF08617 TPAR_04187
	Triacylglycerol lipase

	ORTHOMCL7923
	TINF07573 TPAR_01705
	

	ORTHOMCL7929
	TINF02880 TPAR_00645
	Inorganic pyrophosphatase

	ORTHOMCL7933
	TINF02208 TPAR_08880
	Galactose-binding domain-like protein

	ORTHOMCL7937
	TINF04768 TPAR_02718
	hypothetical protein

	ORTHOMCL7939
	TINF06693 TPAR_09664
	

	ORTHOMCL7943
	TINF02848 TPAR_07765
	phospholipase D

	ORTHOMCL7957
	TINF07505 TPAR_04459
	heat-labile enterotoxin alpha chain

	ORTHOMCL7960
	TINF00757 TPAR_06085
	protein-tyrosine phosphatase

	ORTHOMCL7977
	TINF00517 TPAR_04988
	glycoside hydrolase family 25

	ORTHOMCL7982
	TINF00581 TPAR_06521
	Cyclin-like F-box

	ORTHOMCL7990
	TINF03544 TPAR_09305
	hypothetical protein

	ORTHOMCL7995
	TINF01169 TPAR_00699
	

	ORTHOMCL8036
	TINF03259 TPAR_07429
	Intradiol ring-cleavage dioxygenase

	ORTHOMCL8038
	TINF04379 TPAR_08119
	hypothetical protein

	ORTHOMCL8039
	TINF05403 TPAR_08989
	hypothetical protein

	ORTHOMCL8042
	TINF04699 TPAR_08125
	P450 monooxygenase

	ORTHOMCL8043
	TINF03163 TPAR_05411
	Metal-independent alpha-mannosidase (GH125)

	ORTHOMCL8065
	TINF02991 TPAR_07303
	hypothetical protein

	ORTHOMCL8081
	TINF05087 TPAR_03043
	ankyrin repeats & 6-phosphofructo-2-kinase

	ORTHOMCL8083
	TINF02615 TPAR_08243
	hypothetical protein

	ORTHOMCL8088
	TINF02263 TPAR_03803
	Cytochrome P450

	ORTHOMCL8110
	TINF05389 TPAR_00996
	hypothetical protein

	ORTHOMCL8118
	TINF05693 TPAR_01300
	WSC domain protein

	ORTHOMCL8172
	TINF02201 TPAR_07753
	

	ORTHOMCL8185
	TINF03017 TPAR_05409
	Electron transfer DM13



