Input Import

sample data

import_biom bl Di t Plot
i ose Irect rlots
import_mothur ; phyloseq ;

import_ pyrotagger raw

import _giime

OTU cluster output
import_RDP

Preprocessing /

filter taxa

filterfun sample
genefilter_sample
prune_taxa
prune_samples
subset_taxa
subset_samples
transform_sample_counts

plot richness

plot_tree

phyloseq
—_—> plot bar
processed -

l Inference, Testing

4 )

. _ bootstrap
( distance ) _— > ( ordinate ) permutation tests

regression
discriminant analysis
Summary / Exploratory multiple testing
Graphics gap statistic
clustering
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