



Table S2: Percentage of residues participated in average structure formation. 
	Complexes
	Percentage of protein secondary structure (SS %)

	
	Structure*
	Coil
	β-sheet
	β -bridge
	Bend
	Turn
	α-helix
	310-helix

	CaMKIV
	54 %
	25 %
	13 %
	2 %
	15 %
	10 %
	29 %
	1 %

	Complex1
	54 %
	24 %
	13 %
	2 %
	17 %
	9 %
	31 %
	1 %

	Complex2
	55 %
	29 %
	11 %
	2 %
	14 %
	11 %
	31 %
	1 %

	Complex3
	55 %
	26 %
	12 %
	2 %
	16 %
	11 %
	29 %
	1 %

	Complex4
	56 %
	24 %
	13 %
	2 %
	16 %
	12 %
	30 %
	1 %


*Structure = α-helix + β-sheet + β-bridge + Turn
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