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Figures:[image: ]Figure S1. Principle Component Analysis of transcriptomes from bacteriome (Bc), gut (Gt), and whole insect (WI) tissue from three genotypes of M. persicae.

[image: ]Figure S2. Log2 fold change in RPM between bacteriome and gut tissue of the mTOR pathway in three genotypes of M. persicae. Positive numbers indicate higher expression in bacteriome, negative numbers indicate higher expression in gut. Asterisks indicate FDR adjusted significant results. * shows p < 0.05, ** shows p < 0.001, *** shows p < 0.00001
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[bookmark: _GoBack][image: ]Figure S3. Identification of (A) RHEB, (B) Rag A/B, (C) Nup44A, and (D) Skp2 orthologs between M. persicae and A. pisum using the synteny of adjacent genes PTHR family.
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105780
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MYZPE13164_G006_v1.0_00
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PTHR24089:SF444	



MYZPE13164_G006_v1.0_000
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PTHR24365:SF491		



ACYPI001351



No PTHR	family



ACYPI068954



PTHR12323	



MYZPE13164_G006_v1.0_000
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PTHR12323
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PTHR12369:SF29



MYZPE13164_G006_v1.0_000
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MissingfromOGS	2.1b
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PTHR13581		
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00112590.1
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PTHR11697:SF149		

MYZPE13164_G006_v1.0_0

00112570

PTHR12966:SF1		

MYZPE13164_G006_v1.0_000

112600

PTHR24356:SF287		
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M.	persicae
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ACYPI006392

PTHR23022:SF102

ACYPI073257

PTHR11697:SF144		

ACYPI31666

A.	RHEB	orthologs
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PTHR11533:SF217		

MYZPE13164_G006_v1.0_0

00003470
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