S3 Table. The number of simple sequence repeat (SSR) markers, segregation type, mapped loci, and the total length of the constructed linkage map in ‘Okitsu No. 46’ × ‘Okitsu No. 56’ population.
	Segregation type
	Mapped loci

	
	<nnxnp>
	56

	
	<lmxll>
	98

	
	<hkxhk>
	34

	
	<efxeg>
	39

	
	<abxcd>
	8

	Total loci
	235

	Total length (cM)
	758.5
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