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Supplementary Table 1: Primary antibodies used to assess protein and phospho-protein abundance in the insulin signalling pathways by immunoblotting techniques.
	Antibody
	Supplier
	Catalogue number

	insulin receptor (IR),
	Abcam;
	ab5500

	phospho-IR-tyr1162/1163
	Santa Cruz
	sc-25103

	insulin receptor substrate 1 (IRS)
	Millipore
	#06-248

	phospho-IRS-1-ser307 
	Cell Signalling
	#2384

	protein kinase B/Akt 
	Cell Signalling
	#9272

	phospho-Akt-ser473
	Cell Signalling
	#9271

	phospho-Akt-thr308
	Cell Signalling
	#9275

	Akt substrate 160kDA (AS160)
	Cell signalling
	#2447

	phospho-AS160-thr642 
	Cell Signalling
	#4288

	phospho-protein kinase C ser643/676 (PKC/;),
	Cell Signalling
	#9376

	phospho-PKC-thr410/403 (PKC/) 
	Cell Signalling
	#9378

	mechanistic target of rapamycin (mTOR) 
	Cell Signalling
	#2972

	phospho-mTOR ser2448 
	Cell Signalling
	#2971

	glycogen synthase kinase 3α (GSK)
	Cell Signalling
	#9338

	phospho-GSK-3α/β-ser21/9
	Cell Signalling
	#9331

	glyceraldehyde phosphate dehydrogenase (GAPDH)
	Santa Cruz
	sc-25778





Supplementary Table 2: Genes assessed using the Fibrosis Pathway Qiagen RT2 profiler array platform
	Gene
	Name
	Primers/Accession #

	House keeping

	ACTB
	Actin, beta
	NM_001101

	GAPDH
	Glyceraldehyde-3-phosphate dehydrogenase
	NM_002046

	TGFβ ligand pathway genes

	COL1A2
	Collagen, type I, alpha 2
	NM_000089

	COL3A1
	Collagen, type III, alpha 1
	NM_000090

	DCN
	Decorin
	NM_001920

	IGF1
	Insulin like growth factor 1
	NM_000618

	LOX
	Lysosome oxidase
	NM_002317

	LTBP1
	Latent transforming growth factor beta binding protein 1
	NM_000627

	MMP2
	Matrix Metaloproteinase 2
	NM_004530

	MMP9
	Matrix Metaloproteinase 9
	NM_004994

	SMAD2
	SMAD family member 2
	NM_005901

	TGF1l1
	Transforming growth factor beta 1 induced transcript 1
	NM_015927

	TGFB1
	Transforming growth factor, beta 1
	NM_000660

	TGFB2
	Transforming growth factor, beta 2
	NM_003238

	TGFB3
	Transforming growth factor, beta 3
	NM_003239

	TGFBR2
	Transforming growth factor, beta receptor II (70/80kDa)
	NM_003242




Supplementary Table 3: Pearson correlation coefficients (P-value) for selected parameters in the cross-sectional study and the end clamp steady state glucose infusion rate (GIR). (Bold text represents statistical significance).
	Parameter 
	All
	Obesity status
	PCOS status

	
	
	OW
	Lean
	PCOS
	Non PCOS

	AGE
	-0.1808
(0.1706)
	-0.09551
(0.6356)
	0.30037
(0.0949)
	-0.49455
(0.0055)
	-0.11832
(0.5410)

	BMI
	-0.58126
(<0.0001)
	-0.46787
(0.0139)
	-0.07348
( 0.6894)
	-0.69706
(<0.0001)
	-0.46547
(0.0109)

	VO2peak
	0.57440
(<0.0001)
	0.60370
(0.0023)
	0.18024
(0.3683)
	0.62552
(0.0011)
	0.48145
(0.0128)

	Fat Free Mass by DXA
	-0.33051
(0.0106)
	-0.52132
(0.0053)
	0.34150
(0.0558)
	-0.44222
(0.0144)
	-0.07673
(0.6924)

	Total appendicular lean mass by DXA
	-0.29516
(0.0232)
	-0.45315
(0.0176)
	0.32092
(0.0733)
	-0.39908
(0.0289)
	-0.04398
(0.8208)

	Android Fat Mass by DXA
	-0.63320
(<0.0001)
	-0.56749
(0.0020)
	-0.27765
(0.1239)
	-0.72629
(<.0001)
	-0.56737
(0.0013)

	Gynoid Fat Mass by DXA
	-0.44913
(0.0004)
	-0.08110
(0.6876)
	-0.03509
(0.8488)
	-0.56047
(0.0013)
	-0.42527
(0.0215)

	CT determine abdominal visceral fat 
	-0.68847
(<0.0001)
	-0.69301
(<0.0001)
	-0.32828
(0.0666)
	-0.78550
(<0.0001)
	-0.59081
(0.0007)

	Steroid Hormone Binding Globulin (SHBG)
	0.39706
(0.0018)
	0.14253
(0.4782)
	0.15780
(0.3884)
	0.50496
(0.0044)
	0.14154
(0.4639)

	Free androgen index (FAI)
	-0.51958
(<0.0001)
	-0.37797
(0.0519)
	-0.34827
(0.0508)
	-0.63486
(0.0002)
	0.02185
( 0.9104)

	Insulin-induced change in phospho-Aktser473
	0.23505
(0.0841)
	0.21035
(0.1140)
	0.19129
(0.3295)
	0.30544
(0.1140)
	0.19342
(0.3337)

	Insulin-induced change in phospho-AS160
	0.14412
( 0.2938)
	0.23037
(0.2477)
	-0.12493
(0.5265)
	0.16393
(0.4045)
	-0.00952
(0.9624)

	Insulin-induced change in phospho-mTOR
	0.39712
(0.0027)
	0.25897
(0.1921)
	0.14483
(0.4621)
	0.42520
(0.0241)
	0.22287
(0.2638)

	COL1A2  gene expression
	-0.11059
(0.5335)
	0.01183
(0.9666)
	-0.10024
(0.6831)
	-0.03247
(0.9050)
	-0.16941
(0.5016)

	COL3A1 gene expression
	-0.05580
( 0.7540)
	0.02771
(0.9219)
	-0.11054
(0.6523)
	0.04011
(0.8827)
	-0.13003
(0.6071)

	TGFBR2  gene expression
	-0.36990
(0.0313)
	-0.07467
( 0.7914)
	-0.38096
(0.1076)
	-0.12781
(0.6371)
	-0.40328
(0.0970)



Supplementary Table 4: Pearson correlation coefficients (P-value) for training induced changes selected parameters and training induced changes in the end clamp steady state glucose infusion rate (GIR) for the 12-week training intervention in overweight to obese PCOS (n=8) and non-PCOS (control; n=8) women. (Bold text represents statistical significance; italized text represents trends P>0.05 and P<0.1). 
	Change in Parameter 
	All
	PCOS status

	
	
	PCOS
	Non PCOS

	BMI
	-0.11587
(0.6691)
	-0.31682
(0.4446)
	-0.03886
(0.9272)

	VO2peak
	-0.18944
(0.4822)
	-0.28701
(0.4907)
	-0.1190
(0.7919)

	Fat Free Mass by DXA
	-0.23962
(0.3714)
	-0.23934
(0.5681)
	-0.15377
(0.7162)

	Total appendicular lean mass by DXA
	0.41655
(0.1085)
	0.43311
(0.2838))
	0.690831
(0.0581)

	Android Fat Mass by DXA
	-0.12845
(0.6354)
	-0.16942
(0.6884)
	-0.09873
(0.8161)

	Gynoid Fat Mass by DXA
	-0.0511
(0.8538)
	0.17704
(0.6749)
	-0.1657
(0.9689)

	CT determine abdominal visceral fat 
	0.15851
(0.5726)
	-0.53498
(0.1719)
	0.32319
(0.4795)

	Steroid hormone binding globulin (SHBG)
	0.12252
(0.6512)
	0.51753
(0.1890)
	0.08594
(0.8397)

	Free androgen index (FAI)
	0.09915
(0.7149)
	-0.73867
(0.0363)
	0.52748
(0.1791)

	Insulin-induced change in phospho-Aktser473
	-0.48397
(0.0575)
	-0.36342
(0.3762)
	-0.63763
(0.0890)

	Insulin-induced change in phospho-AS160
	0.11915
(0.6603)
	0.38854
(0.3415)
	0.16504
(0.6961)

	Insulin-induced change in  phospho-mTOR
	0.35178
(0.1815)
	-0.21155
(0.6150)
	0.50410
(0.2027)

	COL1A2 gene expression
	-0.11066
(0.6946)
	-0.37068
(0.3660)
	0.11488
(0.8063)

	COL3A1  gene expression
	-0.14333
(0.6103)
	-0.35045
(0.3947)
	0.00174
(0.9971)



