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Figure S1. Inhibition of autophagy after RNAi treatment. Level of GFP::LGG-1 puncta observed after treatment of  adIs2122[Plgg-1::GFP::LGG-1;rol-6(su1006)] worms with sin-3RNAi (A) were reduced significantly after the worms were fed on bacteria expressing dsRNAi against sin-3 and bec-1 (C) or atg-7 (B) as evident after observation of seam cells. Left panel: phase contrast images. Right panel: fluorescent images. Scale: 200 µm. At least 20 animals per treatment were analyzed and the experiment was repeated 3 times.
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Figure S2. Altered SQST-1 levels in sin-3 RNAi fed SQST-1:: GFP worms. (A) Levels of GFP protein tagged with SQST-1 in worms fed on bacteria expressing control RNAi and sin-3 RNAi were examined by western blot. Actin was used as loading control. (B) Densitometric quantification of the band intensity using ImageJ software. (**P < 0.05, paired Student’s t test performed). (C) Relative mRNA expression of hlh-30 in HZ589 (bpIs151[sqst-1p::sqst-1::GFP+unc-76(+)]; him-5(e1490)V) fed either bacteria expressing control RNAi or sin-3 RNAi. (D) Relative mRNA expression of mml-1, mxl-2 and lipl-4 in HZ589 (bpIs151[sqst-1p::sqst-1::GFP+unc-76(+)]; him-5(e1490)V) and adIs2122[Plgg-1::GFP::LGG-1;rol-6(su1006)]worms fed either bacteria expressing control RNAi or sin-3 RNAi. RNAi was fed after the worms attained L4 stage.  (***P < 0.001, paired Student’s t test performed). All experiments were repeated 3 times.
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Figure S3. sin-3 mutants have high lipid content. Nile red staining of sin-3;him-5 worms (C) depicts high lipid content as compared to the wild type (A) and him-5 isogenic control (B) worms. 40 worms per strain were imaged and the experiment was repeated 3 times. Images were acquired at 400X. Scale: 200 µm.
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Figure S4. Intracellular ROS detection through DCFDA shows high levels in sin-3;him-5 worms restored after supplementation with vitamin C. (A) Levels of ROS were measured in sin-3;him-5 and him-5(e1490) worms with and without supplementation with 10 mM vitamin C as described under methods. (B) Relative fluorescence Units measured through microplate fluorescence reader Tecan M1000 as compared to him-5(e1490) isogenic control. him-5(e1490) Vit. C, him-5(e1490) worms maintained on NGM plate supplemented with 10 mM vitamin C; sin-3;him-5 Vit. C, sin-3(tm1279);him-5(e1490) worms maintained on vitamin C-supplemented plates. ****P < 0.001 one way ANOVA performed and denotes the comparison with respect to him-5(e1490) isogenic control.
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Figure S5. sin-3;him-5 worms have reduced mRNA expression of catalase. (A) qRT-PCR was performed using cDNA prepared from various C. elegans strains mentioned along the X-axis as template and primer pairs for the ctl-1 (A) and ctl-2 (B). (B) Fold change in the gene expression relative to him-5(e1490) isogenic control is indicated. N2, wildtype, sin-3;him-5: sin-3(tm1279);him-5(e1490) mutant; sin-3;him-5 Vit. C, sin-3(tm1279);him-5(e1490); him-5(e1490) Vit. C, him-5(e1490) worms maintained on NGM plate supplemented with 10 mM vitamin C. Other mutants are duly indicated on the graph. ns, non-significant, **P < 0.05, ****P < 0.001 and denotes the comparison with respect to him-5(e1490); one way ANOVA performed, #P < 0.05 and denotes the comparison between sin-3;him-5 and vitamin C-supplemented sin-3;him-5 worms; paired Student’s t test performed.



 Table S1. Percentage similarity between the different domains of C. elegans SIN-3 and the human SIN3A and SIN3B proteins based of the local alignment results from EMBL-EBI Emboss needle alignment.
	C.elegans SIN-3
	 
	SIN3A
	SIN3B

	
	PAH
	PAH1
	PAH2
	PAH3
	PAH1
	PAH2
	PAH3

	
	
	69.9
	41.9
	42.3
	69.9
	41.9
	31.3

	
	HID
	HID
	HID

	
	
	56.2
	31.3

	
	CTD
	CTD
	CTD

	
	
	17.9
	18.9













Table S2.  List of quantitative RT-PCR primers used.
	Genes
	Forward Primer (5'- 3')
	Reverse Primer (5'- 3')

	act-1
	CAAGAGAGGTATCCTTACCCTCAAG
	GTCCGGAAGCGTAGAGGGAG

	cdc-42
	ACGCCGTCACAGTAATGATCG
	GAATGGGGTCTTTGAGCAATGA

	dct-1
	GTACACCTGGTATGTCAGAATCGTG
	GGACAGTCTTTGGAGGTGTATTTTC

	hcf-1
	TTCTCTTGAGATATCATGGCCAATA
	GTGCTGTGTAAGTTGTTCCCTGAG

	hif-1
	CCGAGTATCAAATCTGGACAAGTC
	GAAGATCGTCACAAAGTATTGGTTC

	sod-1
	TCCGCAGGTCGAAGCCG
	ATGGATTGAAGTGTGGACCGG

	sod-2
	TGCTTCAAAACACCGTTCGC
	TTTCCTTTGGAGACCGCCTC

	sod-3
	TAAGCGCGACTTCGGTTCC
	CTTCCAGTTGGCAATCTTCCA

	sod-4
	TCTGAAGCTTAACGGATCGGTT
	CTTAATGAGGCAAGAGAGTCGGA

	sod-5
	TACCCAGAAAGCCGAAGGTG
	GGCTGACCACCTTATCGGAGA

	ctl-1
	TCAAGGTTCCAAGAATCTCGATC
	ATCTTGCCGACCTCGATCAGT

	ctl-2
	CATTTCAAGCCAACTCAAGGAGT
	GTTCCTTGGATTTCTGTTCAGCA

	hlh-30
	TCAGACAGGTCGTCTCAAGTTCG
	ATCTTCGTCGGCGTTCAATC

	mml-1
	GCAAGTTGCTCAGGCTCAGG
	TGTGTTGATGTGGCATACTGTGG

	mxl-2
	CTTGAGGTGTGAACGGCAGC
	TGACTTGAATCGTGGACTGGC

	lipl-4
	CATGGGGTTACTCAGTTGAGATC
	CTCCAATCCCAAAATTTCGG

	atf-5
	GAAATCGTGCGCGAGTGC
	TTTCACGCTCCAACTCGGATA
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