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PtYSL1 Sequence -MMIEAVEKE EIBREG-——— ——————- MEL
PtYSL2 Sequence -MEME-————- ——————- MEV
PtYSL3 Sequence —MNMNMEEMK EIIRVG —————————— GEGM
PtYSL4 Sequence ——-MERRRSGG DHRENYTNPF DGHEDQVSSAD ————— EKEEV
PtYSL5 Sequence ——-METADDD NNKYKKPEGE ————- EEGEE
PtYSL6 Sequence M GTI]TEPLLV ————— DSKD-

190 200 210 220 230 240

(BVVFRVIAC NENEERE VA VENSERARIA

AtYSLT Sequence EPDTEEEMSG RTI EllTKlI BVREVFVEI V

AtYSL2 Sequence QFQEDEFIDS RKPEEMRKE! MVRAINABLL IBIVYEVECL KENEEEGLVE NENIESAEEA
AtYSL3 Sequence EETONEGDDF KSIBBMKEN! WMFREINMABLI NEDNG ENVSAARR
AtYSL4 Sequence @ @00 0—————— LDHG EYVIEIKEII I]IIL[SIAL
AtYSL5 Sequence SVEKIFESRE ——VESHKKEL HVRAFNVEFM
AtYSL6 Sequence ——KT-VTATE EHVBENKER! HIRBLTVEAL ] ] IR SHNNAHGHN
AtYSL7 Sequence SVERIFEESN EIPBRNOKEL MFRALIVEFI LAILFTFVVE KENEEEG!EE SEN!BAGEEG

AtYSL8 Sequence
OsYSL2 Sequence DHD-GAAAAA ERVEBHREEV MARBMMAALL ITEFVYTVHIN KEANNNGINE TENUSHAREA

OsYSL6 Sequence GGDSAAAAGY ERVEANRERV BVREINMVEAV LEVLFCLETH KEN IE SEN
OsYSL9 Sequence EGATHARGGG GAPEEMREEL WARGLMABLA VEAMYBVEVE KEN VB T
OsYSL15 Sequence DP--ARAREM ERLOBMRENV MARGVMAAAL TEFVFEVEVE KIANNNELVE TEN
OsYSL16 Sequence EPALAAAREA ERVERHRERV WARBVMAALL TEVVYTVEVE EESHENELER
OsYSL18 Sequence GPSTERAFEG QPVEENTERV MLRAVEARVA LEVALESVME NEVFESEINE SEN
PtYSL1 Sequence EPQDESEGS- R-——THTKEV BVREIIVEIL IBAIYEINAN KBS BB NFE
PtYSL2 Sequence DPQDEPEGS- RRPQRETKEI MVREBFTARIL IBAIYEVEVE KB AR NFH
PtYSL3 Sequence EEVRDEPEDI KRIABRMTKE! MVRBINABIA IBIIYEVEVE KEN LVE NEN
PtYSL4 Sequence MVEEGFKDTE ——VEEMAKEI BLRAMLTELV LSIVFNFEVC KENERNGVER NARGHEE
PtYSL5 Sequence SVERIFAKQE —-VESHRNEL EWRAFGVEFI LSVLFEFEVE EENENARIEE SHNNEEGHEG
PtYSL6 Sequence —-TINTVDST EITREMKDEI MIRELMVEAV LBVLFCINTH KENENVEINE SENNARGEREG
““““ 20
AtYSLI1 Sequence EVEVOTHEK! BKKSH
AtYSL2 Sequence BVELKSHEKYV HOKAB
AtYSL3 Sequence EVELRSHEKL BTKAB
AtYSL4 Sequence BFEIKSHNGF BSKLE
AtYSL5 Sequence IFIVKTIIKM IHRSI
AtYSL6 Sequence IFIVKSIIGF ISKLI
AtYSL7 Sequence IFIVKSIIKI INKAI
AtYSL8 Sequence
OsYSL2 Sequence
OsYSL6 Sequence
0OsYSL9 Sequence EVVLRGHENOA BARLE
OsYSL15 Sequence BLALRGHERA BERLE
OsYSL16 Sequence ILALRGIIHA IDRLI
OsYSL18 Sequence IFLLKAIIRL IDQLI
PtYSL1 Sequence IVIVQTIIKV IQKAI
PtYSL2 Sequence IVIVRSIIKM IRRAI
PtYSL3 Sequence EVELRTHEEKL ESKAR
PtYSL4 Sequence BAILKFEESL BGKAB
PtYSL5 Sequence BEFEVKTHERF BENCH
PtYSL6 Sequence BFEVKSHEGL BSRLE
““““ O
AtYSL1 Sequence II I
AtYSL2 Sequence I I TI—VNTEIIN IRGIIIII I
AtYSL3 Sequence SEGTHTDENY BEGTHHERE!E
AtYSL4 Sequence [¢] 18-SDYPEEN BEDVINBELW
AtYSL5 Sequence SB--—-D--V SRGVEDRSLE
AtYSL6 Sequence IB-ADYPEEH AEDVINBELW
AtYSL7 Sequence EENE FEMSDVVAKQ SA-——-EANT BLNIKNBHLE
AtYSLS Sequence —-MSHRIADQ SE----D--V ARGVEDRSLE
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OsYSL2 Sequence SI BAERNRKENEL AB-VSTPENS BGSYKEREVE
OsYSL6 Sequence IB-PDYPEMR AIDVMNESLE
OsYSL9 Sequence AI—EDTEIIV IGSYIIII]A
OsYSL15 Sequence AI—NS—PIIV IGSYIIII]I
OsYSL16 Sequence SI—ASTPIIV IGSYIIII]I
OsYSL18 Sequence TS——TGDDS SASVSIIEFI
PtYSL1 Sequence SEGLKTEENS SSGLKMRBEFH
PtYSL2 Sequence B [ | SE-VQTEENP STSIKHEREFE
PtYSL3 Sequence EEGENE BEENRKENEQ AB-VDAEENT BGSTHEREIE
PtYSL4 Sequence ETABNE BEMTPRIANQ SE————GENT BANMEHLHLE
PtYSL5 Sequence I SA———DQPS AKDIIDIALI
PtYSL6 Sequence [I—TDYPIIR AEDVINIILI
““““ fﬂO
AtYSL1 Sequence LINGFHI—QG DAQAIIOIRG
AtYSL2 Sequence BUTSEEENTE FIGHVVENEE RKVMEEENEL WNPSGEATAV LINGFHESKG DHTAKEQIRG
AtYSL3 Sequence HUTAREBFTC FVGHLANNR )1 L BHPSGEATAV LINGFHEBKG NEMAKKCNFG
AtYSL4 Sequence | LINSFHNNTG AELAGHQNKC
AtYSL5 Sequence LINSFHIIQG AILAIIQIRV
AtYSL6 Sequence LINSFHINTG AELAGNQIKC
AtYSL7 Sequence LINSFHIIQG AILAIIQIRA
AtYSL8 Sequence LINSFHIIQG AILAIIQIRV
OsYSL2 Sequence LINGFHEBQG ENSAKEQNRG
OsYSL6 Sequence B | | LINSFHETSG AELAERQNSC
OsYSL9 Sequence HUTEEELANE FVGELABNEE RKVMEENNEL MNPSGHATAV LINGFHEEHG DAMAKQQENG
OsYSL15 Sequence BUVEBLELAIE FAGNLSHIEN RKALVVENEL MEPSGHATAV LINGFHNAQG DENAHLOLHG
OsYSL16 Sequence HUTEEELSTE FVGHLTHLEE RKVLVENNEL BNPSGHATAV LINGFHHBOG DENAKECNRG
OsYSL18 Sequence REMAEFELNE FVGHLAINMEM RKTMMERHRL MFPSGSATAH LINSFHEEHG ARQAKRQOMSL
PtYSL1 Sequence I I LINGFHS-RG DIMAIIQIQG
PtYSL2 Sequence LINGFHS-RG NIMAIIQIRG
PtYSL3 Sequence B FVGHLANNEE RKINNEBNEL SHPSGEATAV LINGFHERTG DEMARKQMHG
PtYSL4 Sequence B FVGEESINEE RKLMELKEEL WEPSGHATAY LINSFHHEBKG AHLAKKQNSV
PtYSL5 Sequence B FLGEESVEEE RKINMVEEFEL MEPSGHATAH LINSFHHBEG AKLAKEQNRA
PtYSL6 Sequence LINSFHENTG AELAGHQNSC
430 ““““ fl40 ““““ ‘450 ““““ ‘460 ““““ fﬂO “““““

AtYSL1 Sequence FMllllFSlL WGEFEWFESE 1ED-CGFAQF PHEGEKEWEC NFFENEEVMTF MGAGHEESHE
AtYSL2 Sequence FIKSEGLSEF WAEFGWFYSE BEK-CGFSQF PHEGHOHLDK NFNENEEVMTH MGAGHEESHE
AtYSL3 Sequence FVENEBFSE! WARFEWFESE BTE-CGFIQOF PHEGHEHLEN NFEEBEEMTH MGAGHEEEH!
AtYSL4 Sequence LGKMLBLSLY WSCFKWFESE 1GGACGFDHF PHLGHTLFEN NFEENEEPTF I1GCGHEBEEE
AtYSL5 Sequence LGEFEBLSEF WSEFEWFETE BEN-CGFSNF PHEGEKHYQY KFH ATH MGVGH
AtYSL6 Sequence LGEMLELSLI WSCFKWFESHE 1GDACGFDNF PHLGHTLFEN NFN PTH IGCGL
AtYSL7 Sequence LGHFERFSEL WGEFEWFEAT BDG-CGFANF PHEGEKEYEN KFNEMEBATH NMGVGHEEEYE
AtYSL8 Sequence LGHFERFSEF WGEFEWFETA BEN-CGFNSF PHEGHREYQY KFNENEBATH MGVGHEERY !
OsYSL2 Sequence FLNCEGISLL WSHFEWFYTE BES-CGFLQF PHEGEKEWEC NFNEREELTH NMGAGHEESHE
OsYSL6 Sequence LGEMLEISEF WNCFKWFESE VGDSCGFDNF PSLGHAHFEN NFNEBEEPTH 1GCGLHENEH!
0sYSL9 Sequence FTREBAVMSEF WSEFEWFYSE BDN-CGFSOF PHEGHKEWQQ WFF LTH MGAGHEESHE
OsYSL15 Sequence FLEMBGLSLF WSEFEWFYTE BNA-CGFVQF SFFENEELTH NMGAGHEESHE
OsYSL16 Sequence FLREBGISEL WSEFEWFYTE BDV-CGFLQF PHEGEKEWEH MFFENEELTH NMGAGHERSHE
OsYSL18 Sequence VLRSSLASLF WSIFEWFYTE BPN-CGFTSF PHEGESHFNR GFMISLNGTH MGIGHMESEHE
PtYSL1 Sequence FVENERI1SEL WAEFEWFETE KDGYCGFAHF PHEGMEEWEH NMFFEBERTTL MGAGHEvVSYR
PtYSL2 Sequence FVENERI1SEL WAEFEWFYTE KEG-CGFSQF PHEGEKEWEH MFFEBENTTF I1GAGHLVSHE
PtYSL3 Sequence FVMEFEELSEL WAEFEWFYSE BEK-CGFSQF PALGHKEWEN MTH 1GAGHEESHE
PtYSL4 Sequence LFENEAGSEL WAGFEWFWTA ADG-CGFASF PHEGPQEFAR RFEENEBATH MGVGHEEE
PtYSL5 Sequence LGKFEBFSEL WGEFEWFEKA EDN-CGFANF PHEGEKEYDN MFFEMEBATH MGVGHMEERY!
PtYSL6 Sequence LGKMLBISLY WSCFKWFESE 1GDSCGFDNF PSLGETLFES MFFEMEEPTH MGCGLEBEH!
AtYSL1 Sequence INLSILIGII ISYGLIIPIL DKLllSWFlD NlDEHNllSI YlYIIILSVI ] ] |
AtYSL2 Sequence ENLSHLFGEN HSHGIMNPEN ARLEGEWFEE THKDNEMOSE NEYKMENCER NERGHGEENE
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AtYSL3 Sequence ENISELFGEV ESHGIMNPEN KGLEEEWFES THPENBHMESE NGEYENENSES EN

AtYSL4 Sequence ENCSVLEGHN 1SHGFLEPFE SQHABEWNEE DEKANDFEEE YEYRNENARS DR

AtYSL5 Sequence INISVLEGGH BSHGINNPEN ETKEGEWFED NVPSSHEHEE QAYRKNENAVE 1R

AtYSL6 Sequence ENCSVLEGHNE 1SHGILNPFV SQHABEWHERE DEGSNDFEEE YEYENEEARE THR

AtYSL7 Sequence INVSHLIGEE BESHGVENPER GAQKEKWHAE DESSTHLHEE QEYREENANE VIR

AtYSL8 Sequence INISHLEGGH BSHGLENPEN ETREGEWFES NVDSSHENEE QAYENENAVE T

OsYSL2 Sequence ENLSALFGENE ESHGINNPEN SIQKBKWHERG NVPESHNMTSH FEYKSEMCVE N

OsYSL6 Sequence ENCSTLHGEN I1SHGFLEPYN STKABEWEER NEGSNDFKEE YEYRNEESVS V

OsYSL9 Sequence ENLSELEGEN ESHGVMNPEN SOLKENWNSH DIPESHNESE OEYEAENCVE NNEGEGENNE

OsYSL15 Sequence ENLSTLEGEV ISHGIMNPEN SKHEGEWHNEA NIPESEMTSE YBYESHELCHE EEVEREENHE

OsYSL16 Sequence ENLSHLFGEN ESHGIMNPEN GKOEENWHSH KASESENSEE FEYESHEECHE ELVEEEFNNE

OsYSL18 Sequence INVSMLFGSH I1SHGIMRPYH RSKREIWHDHE DMQETNLESF SEYKLVAISL RTIHTVRHHQ

PtYSL1 Sequence ENLSHLEGEV BSYGIMNPEN ROLEGEWNEE SIDESHHESE NEYENMELAVE B

PtYSL2 Sequence ENLSHLEGEV BSYGVENPEN GOLEKEEWFRE SHEETEHESE FEYENMELAVE B

PtYSL3 Sequence ENLSHLEGEV BSHGLMNPEN GGLEBEWFRS THSESHNESE NEYENENSEHS NUDGRGENNE

PtYSL4 Sequence ENISHLEGENR BSHGILEPIN ETKKEENWHSH DEKPSHLHE! QEYRMEVARE TVEENEBREFHV

PtYSL5 Sequence INASVLEGGH ESHGLMEPEN ETRENEWHSH EESPKELHEE CEYENMEESEE VEE

PtYSL6 Sequence ENCSVLEGEN 1SHGFLEPFE SQHABAWNEAE DESSNDFEEE YEYENENADE RERGEGENAL

550 ?60 ““““ ?70 ““““ ??O ““““ ?90 ““““ ?00

AtYSL1 Sequence VIILFVIIAN VNARLKNK-- -PNDLDDVG- -HK-——————- — K--QRKDL KEDENFHEREK

AtYSL2 Sequence VRILFFEGRS FHSRLSKTNS ISTLVEVPED STK-————— —- E--SDNLK RENBVFVRES

AtYSL3 Sequence IHILFKEGIN MYVKLNNRNS GK---SNSEK DKQ-————-—- —— S——IABLK R-DEIFVRES

AtYSL4 Sequence IKIIVVBVKE ICNKSSRQHN LPVFTDILDK SKT—-————- —— SVLMREKK KRDIIFEKHER

AtYSL5 Sequence CHVLSRELSG LFVQLRGPTT SISRTSFTLE EDP---HASP LSPKQSYEDQ RRTRFFEKHQ

AtYSL6 Sequence VEIIAVEVKE LCSSRSRRLN LPIVTDGVDD SEA-—————- —- SEILLVKK KRDEVFEKER

AtYSL7 Sequence IBVLGREVFG LYKQFKNKD- ————— VLPIN DHT-——- ST APVTISYEDK RRTHLFEKER

AtYSL8 Sequence CHVLIRMFSG LISQIRGKAG ——-SRSSLAHK EDPPASPASP LTPRISYEDQ RRTRFFEKEQ

OsYSL2 Sequence IBVTGINAKS LHERSNRRHA KK---ATDE- -DT-—————— — F——VIADM QRDEFENKHY

OsYSL6 Sequence IRIIYABIKE VMNARSKQGR LPLVR-VHDD DEG-——-——-—- —— SKLSAEEK LRNDTFEKHER

OsYSL9 Sequence VEIVALBIKN LFDSSKLKNA KK-—-GE-—- -DNM-—————- —- P--VLBEL HRNBVETTEN

OsYSL15 Sequence VEVTGVBAKS LHNRFNRKSV SN-—-TASEE GDM--————— —- V--SLIDL QRDEVFKRGT

OsYSL16 Sequence VEVIVVELKS VRERSRRRGL NN---RVAD- ADT-—-———— —- M--ATHDM QRNEVENREN

OsYSL18 Sequence VAAETLRSFS DVDAMPR——- —-PVMSFEDR RRTQVFEREH

PtYSLI1 Sequence VEIMGMBISN VRRRLKNKNT SPGKLDILCS FFL——————— —- K--LFBEQ KQONKFFEGET

PtYSL2 Sequence VEVMVCHIIN VHGRVRDK—— ——— KLSAAVD HOQK—————- — K-—HLEDQ RVNETFERET

PtYSL3 Sequence LEILYFBARS MRARAKAN-— —K-—-LKTED KNQ-————-- —— A--LDBLQ R-NHIFHREG

PtYSL4 Sequence IFMLSKBTIS LIINIKKKG- ——--SEVPGY GDD-————- E NSKLVKYBEK RRTHFFEKHQ

PtYSL5 Sequence CHVLSRHELIG LYIOLQGKD- —-PKMALPVD GSP————- PP KTLTVSYHEDQ RRTOLFEKHQ

PtYSL6 Sequence IKITIIMIKE MCN-KSTMQN LPIVSEVQD- SET——————- —— SKLLLEQR KRDEVFEKER
““““ 60 60 60 640 650 660

AtYSL1 Sequence EPVEFBVSGY LTFAAVETVV KN NENIVENIFH BSHAEENANE A ]

AtYSL2 Sequence HPLEVMACVGY LFFSLVEIIA WPLHMEREEEN NFELVENLLA BSESEENANE AEEREVNEMAY

AtYSL3 Sequence HEPLEVEAVGY AAFSVVEIIA HPIMERCEENEN NFIVVEEVLE BSEGESHANE HEEEEVENEY

AtYSL4 Sequence HPLEFAVSGY VGEAAIBTAI HPLIEEPHEN NFMLCSHLVE BGEEE

AtYSL5 Sequence HPTHFEVGGY ITIAATHTAI BNILVINICH BVE

AtYSL6 Sequence HPLEFAIAGY VGHAAIBTAT BPIIR BFELCSHFIA BAR

AtYSL7 Sequence HPSHFAVTGY VVBAIVRIIT B BHILIVEIIA BVEEE

AtYSLS8 Sequence HPSHFAVGGY VVISAVETAI LPHHESHERE NEIIVINIFH BRIDEEENENE AGEERVWSLAS

OsYSL2 Sequence HPNHLAYAGY ALESIVAVIA EPINECEVEN NMEMVVAFVLE BVEGESHENE TEEEBVENSY

OsYSL6 Sequence EPSHLAGSGY VGEAAIBTAT VPMIER

OsYSL9 Sequence HPSHLAFSGY LGETFIAVIA EPVMEEHEVEN NENVIENLLEA BARGH

OsYSL15 Sequence VPSHVEYSGY FLESIIAVIT EPIMEREVEN NEN!IENALG BVEGE

OsYSL16 Sequence HPTEVEYTGY TLESVIAVVL EPVEEREVEN NEM!IBNLLA BARGESNENE TEEED

OsYSL18 Sequence BPSTFHRISGY VVBATVETVV BPLHYGEVRY MHNAABNAFE RVEBEBRENE

PtYSL1 Sequence BPLELGIIGY VIFSVIBIIA BEEEN NENVVSHEVLE BSEBE HEREN NN

PtYSL2 Sequence HEPLEVAVIGY VAFSILEVIA TABNVLE BSH

PtYSL3 Sequence HEPLEVACLGY ITFSIIAIIA HPFNE HENVVENILE BSES ]

PtYSL4 Sequence EPNEVEGGGY TLEATVEIITA VPHIEREEEE MOTLANNVIE BVESEENENE CEENNvSLES
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PtYSL5 Sequence BPTHFEVAGY VVIAAVETAT LPHINESHNEN MNILVINACH ETHARENENE CEEERVSLEAS

PtYSL6 Sequence HPTHLVAAGY VGHAAIBTAV HPVIEEPHEN MLMLCSHIIA BADAEENSHE TEEERWELTS
““““ ‘700‘““““710“”””‘720

AtYSL1 Sequence

AtYSL2 Sequence BEEVM ||LA|K NDE MVEEMVARGL [KEENEVSAN B

AtYSL3 Sequence BEEIL BEMABK-ONE MVABEVGEEL IKEEEEISSH ENHEEK

AtYSL4 Sequence NEETGENEIV BSIVEN-NGH MIBENAANE! MVENMETAAN BNEREETEYE HESH ]

AtYSL5 Sequence THERLAIRTI GEWABSEHGE MLEGNAABEV MMNEMETASH ETEEERTEYE NESHEKENEM

AtYSL6 Sequence THERIGERI I BSVVES-DGE MIBEEAAREYV MMBEEETAAN ENENERTEYE NESEAKBHEM

AtYSL7 Sequence THENLEIETI GEWABASNGE MLASNAANEV MMNENETASH BNEEE BB

AtYSL8 Sequence THENLAIETI GEWABSDHGE LLEENAAREV MMNEMETASH B

OsYSL2 Sequence BEGKBEEIF HAWGER-DNE MI1HGHVGEE!

OsYSL6 Sequence QTITI RPRMEILAIL

OsYSL9 Sequence MNGKIAEEIL HAWARK-DSE MVAGEVGEEL VKELMEISAN ENHEENTEHE NENSRREN!!

OsYSL15 Sequence BEGH!BEEVF BEWABK-DNE MIBEEVVGTL BEBRRENLN

OsYSL16 Sequence BEGHIBEEIF BEWABK-DDE MVEEEVGEEL VKOLMLISAN ENHEEETEHE N

OsYSL18 Sequence VILMF BSWIBIKNGE IVGSHVIEE! VSBEMBTASH FHSHEETSYE B

PtYSL1 Sequence BEEVL HA1SER-ENE MVEABVGGEL

PtYSL2 Sequence NEGKVAREVL. BEVSER-ENE MVEANAGHEL VKEVLEVAC! BNBBEETAOM ESH

PtYSL3 Sequence BEEKVERSLL ME_ABK-NNE NVEEEVGEEL TKEENEISSH ENHEEETEHE NEN

PtYSL4 Sequence BEGEFEIIIF SHWVELPNGE I1HENASEEV NENE

PtYSL5 Sequence HEELAIET] GEWABAAHGE NMLHEENAANEV

PtYSL6 Sequence THEKIGERI! HSLVES-DGE MVEEHAASEV

AtYSL1 Sequence

AtYSL2 Sequence

AtYSL3 Sequence

AtYSL4 Sequence

AtYSL5 Sequence

AtYSL6 Sequence

AtYSL7 Sequence

AtYSL8 Sequence

OsYSL2 Sequence

OsYSL6 Sequence

OsYSL9 Sequence

OsYSL15 Sequence

OsYSL16 Sequence

OsYSL18 Sequence

PtYSL1 Sequence

PtYSL2 Sequence

PtYSL3 Sequence

PtYSL4 Sequence

PtYSL5 Sequence

PtYSL6 Sequence

T o o d LT o2

AtYSL1 Sequence BOVMBNEBEGF BVLVEVVREL TRAR———- |

AtYSL2 Sequence HEDBNEREAF BVAANEARBL LBDR———- P

AtYSL3 Sequence HONBNEREAF BVAANEVRER LEDN-———- I

AtYSL4 Sequence RIA BLIVERIREM TRPE-———- I

AtYSL5 Sequence BGV BILVEIVKES LH-——SNW—-

AtYSL6 Sequence BiA BLIVEELRE! TEPE-———- I

AtYSL7 Sequence EBNIEEAA BVIVHGIRBA LG——-PKW——

AtYSL8 Sequence EVEENVEEGY HILINMIKEC LG-—-NRW--

OsYSL2 Sequence BERSABEBAF SVLINEVREF LBRE-—-———- Y

OsYSL6 Sequence

OsYSL9 Sequence HOEBNERRGF BVAANNTREL CRPE-———- Y ]
OsYSL15 Sequence ESESVEEEAF BVLTHVARBA LBAR———- Y KKLVPERTHN BNBELVEASE HUBNBNEEEV
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HORBARRRAF HVLANBARNF
BATSATREVL BLAVCAMREV
HORNCERRAF H!AVEEVRNF
HONBMBREAF N1AINEVREF
HONBNEREA- H!LANESREL
FKESTIEFA EvIINEVTEL
BKEENIRRCG MILINIFKAV
BARNCEERVA HLVINELREV

850 860 870 880 890 900

VEVEEKVIRK RACFWENIN NRRNRECLN WL BAAVIRRN CHKEEMBNKE LAS———
VYVEKKVERK KEDVMVEE B ] PRIEN
VEABNMRDRV KEGLMVEN

LABNKMEKK EBAFMVER
VELEHRFDGK REALLVE

LELLELREKQ EESDFGEM
LYVHGRINKA EEDAFAR BIN BLESENAER cN |
LEVEERINRK DEEDYSGHNE SENEBENE!N NIBEAINAF RINEEEEMYE GPSLSG———-

910 920 930 940 950 960

AFLNPS———— e e
KFLQGSS——= . e



