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IYEN———PLQ IIH[FPYFDN YIILILIEIN ILTKNTT- Nl P- KKIAFIGS GPIPIISLII

BYEN-—-PLQ HEHIFPYFDN YIKLBLEEEN ILTKNTT-NI P-KKIAFIGS GPEPHESLEE

BLOEDQNPLD HEHIFPYMSN YLELGKEEFD BLSQHSS-HV P-TKIAFNGS GPMPEESINE

BFED--NPLN HEHIFPYENN YLELGKMEFD BLSQHTT-HV P-TKMAFIGS GPMPEESINE

BYOD--NPLH HENIFPYENN YLELGKEEFD BLEQNLNGFV P-KSHAFIGS GPEPHES!NE

BFED--NPLH HENLFPYENN YLELBKEEFD BLEQNLNGFV P-RTHAFIGS GPEPEESVEE

AFDN-—-PLD HBARFPYNGN YVNLEKMEND BLVRYVPGIA P-TREAFNGS GPEPFSSLEN

AFDN-——PLD BBARFPYHGN YVNLEKHNEND BLVRYVPGIA P-TRENAFNGS GPEPFSSLEN

AHDN-—PLD BBALFPYFNN YIQLAQENENA MLARHLPAAP PPSRLAFLGS GPHPESSLEN

TFDN---PLD HEGLFPYMSN YVNLERMEME BLARHVPGIA P-ARMAFMGS GPHPFSSLME
ETPQ---PLN SHHLFPYMGN YVELASHEMR ILHENGV-VQ P-KKMAFMGS GPMPEESFIM
KIHQ-—-PLN NENLFPYMGN YVELANIEMR ILNESVV-LQ P-KKMAFMGS GPMPHMSFIM
BYEN-——PLD HENVFPYMSN YLHLEHMEFN ILKQHCT-NV P-SKMAFMGS GPEPHSSINE
BHDK-—-PLN HIKIFPYMSN YLELBQVEFS MLNKICS-RV P-KHIAFMGS GPEPHESIIN

ATKHIKTICF INYDIIVDIN FMASAMA- A IPIMISRMTF ITADIMDIIC ALKDH llFL
ATKHEKTHCF ENYDEEVDEN FMASAENA-A HPEVESRMTF HTADMMDMEC ALKDMMMMFL
AKFHEPNETF ENFDEESHEN TLASNEMS-R MPHEEKRMIF HTTDMLNANE GLDOQMMMMFL
AKFHEPNETF ANFDEMSHEAN TLASNEMS-R MSHEBKRMIF HTTDMLNAKE GLDQENEMEFL
ASFHEKDHNIF EANFDEMPSHN SLASLEMS-S MPHIBORMFF HTVDIMDMME SLKSFHMMFL
ASSHEKDSIF ENFDENPSEN MVAARMNS-S NPHEBQRMFF HTVDIMDMME SLKGFEMMFL
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