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AtPDR7 Sequence  [FNTS SRR—TKS— -VNE
AtPDRS8 Sequence  [FSSG SRR—-TQS— -VNB
AtPDR9 ABCG37 Sequence  SSSSI ———YEVEND- —GEVN-—D
AtPDR10 Sequence  RSHRK NE— -EER
AtPDR11 Sequence  VFGRS ER—- -REE
AtPDR12 Sequence  |FSRS SR— -EER
AtPDR13 Sequence  ACGNG -VDl
AtPDR14 Sequence N -HDN
AtPDR15 Sequence  ———\G —f
Potri.001G189500 Sequence  IMFSVG -ROSRRSN— LVDE
Potri.002G188900 Sequence  DATSLSS—— LEEN
Potri.002G189100 Sequence  DATSLSS—— LEEN
Potri.006G248500 Sequence  VFSRS SR— -DEN
Potri.008G099000 Sequence SVSNG SSEHI- RDAI
Potri.010G153600 Sequence  DADSI VEEN
Potri.010G153700 Sequence  DADSI VEEN
Potri.010G153800 Sequence  SLSIG ———NANHR- RNEN
Potri.015G006000 Sequence  SVSTV KSEHG- RDAR
“““““““““ e I < oY s o b

AtPDRI1 Sequence ——||EA|K|| BLEKER-—— —— BEARL RETIIHPHE- DL—-

AtPDR2 Sequence  —-FEBLRECHA TVEREE---—- ————- HEKRV THABLAR-—- DEVS GK
AtPDR3 Sequence ——JHEEDEREA A —-S QROGTHNAIL RRSQTQTQT- -——-SGYADG NVVQT-————-
AtPDR4 Sequence  ——[ [ EELRNA ALORLH-———- ——- HYSRI RRGIFRD-—- MVG EP
AtPDR5 Sequence  ——ABHABONA ERCREE--——- ——— JEKRL BSSPVDK——— ——— YGEG- T————-

AtPDR6 Sequence  ——MDVEERNA BLEREE-— ——— JYDRL BKGMLPQT-- —————- MVNG KIGL-———-
AtPDR7 Sequence  ——[BEARKNA SERKER--——- ——— IYNRL RESEMPELG- ———-EDDVYG NQILN-———-
AtPDR8 Sequence  ——[EEARKNA BERKER--——- —— HYSRL RETEMNAVV- ——--EDDVYG NQLMS-———-—
AtPDR9 ABCG37 Sequence - — JVKREM BSTELDD-—- ————— GDESM T-——————-
AtPDR10 Sequence ——EBEABKLA BEVEKEOR-—- ——- LPHYDRA RKAVLKG ITG GF
AtPDR11 Sequence  —JDNMEEREA BEERER-—-—— ————- BEDRL RKGMLPQT-- —————- SANG KIEL——
AtPDR12 Sequence  ——[BEABRNA BLEKER-—— ———— JFDRL BKGILTAS—— ——————- HAG GP[-—————-
AtPDR13 Sequence  —FEKLRSONA TVEREE-—— ——— IEKRYV TRABLHT-—— ——— GDDSS D—————-
AtPDR14 Sequence  —-DEOLRSONV BEPRSE---—- ————- BEERT TRABFCK-—- ————-— RDEKG K-———————-
AtPDR15 Sequence  —GEQOVRSONV BEPRSE--—- ————- JCKRI TRABFCK-—— ————— RDEQG K——————-
Potri.001G189500 Sequence  ——[BEARKNA BERKER-——- —— BYNRL RESIIKSFV- ——-DTEDQGN KMLQH-—-——-
Potri.002G 188900 Sequence B BEPRER-——- ———- IBRRL RLSHEFDK-—- KEDGE G
Potri.002G189100 Sequence B — HIERRL RLSHEFDK-—- KEDGE G
Potri.006G248500 Sequence  ——HBHEABKEA BLEKER-—-—- ————- BYLRL TRGILTE-—- EEG KA
Potri.008G099000 Sequence ERER—- ———- BBER] TRABFEE-—— ————— QDCTA ANGDA-———-
Potri.010G153600 Sequence  ——EGVHEONA BEERER--— ——— BEKRI KBSPFEA-—— ————— SNAKD G-———————-
Potri.010G153700 Sequence  ——EGVHECONA BEERER-— —— ALKRI KMSEFEA-—— ————- SNAKD G-———————-
Potri.010G153800 Sequence  —FEDASQCLA TEERER--——- ——— SPARSEE—- ————- KDGTN GKGDA—————-
Potri.015G006000 Sequence ABABFEE——— ————- QDGTA GNGDV-—-—-
“““““““““ ?00
AtPDR1 Sequence TIEIIE KFI KIFINRIIII RIKEPEVENR
AtPDR2 Sequence  —————-— GRVI BMMRLEGABR RLLEEVMEVEQ INDENL-REE REIRKREEKM BIEEPHVENR
AtPDR3 Sequence @~ ————————— I BNKELDRADR EMLVRQALAT SDOENF-KEE SAIKERLHRN BMEVPKIENMR
AtPDR4 Sequence @ ——————— KEI QIGNLEASHQ RLLLDREVNS VENBPE-QFF ARVRKRFHAN DLKFPKIEMR
AtPDR5 Sequence ——FEKGKKVV INHELGAVER HLMEBKEIEH IENENL-KEE KEIRRRMERM BVEFPSIENR
AtPDR6 Sequence  ——————— EDV BMENLAPKEK KHLMEMILKF VEEBME-KFE RRLRERTHRN BIEVPKIENR
AtPDR7 Sequence = ——————— KAV BNBELDGEER QKEEDMVFEV ANCHME-RIE THLRNRE EICEPEVENR
AtPDR8 Sequence @ ——————— KEV .IILDGEDI QKIIDMVFIV AIQIIE—RII TILINRIIII IIKIPIVEII
AtPDR9 ABCG37 Sequence ———EKGRRVV INBELGAVER HLMEBKEIEH IENBHL-KEE KKIRRREBRM BVERPHIENR
AtPDR10 Sequence @ ——————-— KET BMKDLGLABR RELFDRVMTM DDEMWHGEYE RRLKSRFHERM SLHEPHIENR
AtPDR11 Sequence @ ——————-— EDI MLBRLEPKDK KHLMEMILSF VEEBME-KFE RDLRERTHRN BIEVPKIENR
AtPDR12 Sequence @ ——————-— NEI BIQKLGFQDT KKLLHRMIKV GDDEHE-KEE WHELKKREMRN &IDEPHIENR
AtPDR13 Sequence =~ ———————— 1T BNBELEDABR RLLEBKEVEQ IHANBL-REE REIRKREMEM BIEEPHVENR

AtPDR14 Sequence  ———KSQRRVM MMISELDDLDR RLEMDDEIRH VENNEH-VEE QNIRKREMEM BIDEPKIEAR
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———RSQRRVM IMSHELEDLDR RLEMDEMIRH
——————— KEV BNRELDINER ONEEDKEFEV
———FEEGKRVV INMELEALER HVEVDKEIEK
———FEEGKRVV IMMELEALER HVEVDKEIEK
——————— REI WIMNLGLVEK RDLLEREVE!
———KG-KTIV NHSHLGAGER HVENEKHEIEH
———E-GKKVT IMBELGAABR HLEEEKEINH
———E-GKKVT IMBELGAABR HLEEEKEINH
—-MG-GKVV NHAKLRAGEG HVENEKHEIEH
——KWGKRIT NHSHLGAGER HMENEKHEIEH
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VEONNR-VEE OEIRTRTHEN BIDEPKIENR
ABENNE-KYE KEFRORVEKN BIREPHIENR
IHERNC-REN SEFKERVEKN ELEEPEVENR
IHERNC-REE SEFKERVEKN ELEEPEVENR
ABERNE-RFE LELKEREERN ELEIPHIENR
IENENL-REE RRLKQRENKE BVKFPEVENR

EvKEPEVENR
IENENL-REE ONLRERENRN EvkEPHVENR
VENEEL-REE OELRKRENIA BIQEPEVENK
IENENL-REN HELRKREEKN EvoEPHVENR

FEKVTIIINI HIG- KRAIPI IPIAALNIAE
FNNESHNEEE OMIHEEPIPE NENTIKGLES
FENENIHEDV QAG-TRANPE BVEVSRDFFE
FQNEMEESFV HEG-SRANPH 1PNFIINMAE
HEHEGEEBAAR ENVEEKAEPHE EENSLKHVFL
HENESEEGDV RSA-SRANPH BFEVTLNTIE
EDHETEKEDE YTG-DRSHPS MLMAVRNMGE
HEHETIKEDE YTG-NRSHPH BLMVVRNMGE
HESEKNVEER ENVEEKAEPHE EENTAKRVES
FEDENMTHEA YAG-SHTVPE VLESYVNLEK
BENISHEBGDYV RSA-SRANPH BFEVTLNTHE
FOHEKMEEEV HEG-BRABPE FVEFISNFAD
FNDIS B CNVHEEPIPH BENTIKGSHS
FSDEFUBENEE cENVYEBEPIPH BENAISSKES
FSDEFEMENE EMVHERPIPH NENAIASKES

BEDE HFG-TRANPE BPNAARNMFE
Y ENVHEEPEPE BENTLKTAFG
Y EQVHEEPEPE BENTLKTAFG
BEEA YENG-BRANPE !LNFSANMEE

ARN cHVORKPEPH MMNSIASFES
B ENVORKPEPH MENTIASFES

EMVRERPEPE BESTAKSIES

RGLRLLGFNF TKTTIVTIIR IIIGIIIPSR
———FF1-CS KKETHMGIEE GHEGHVRPGR
RCLSSLRITK PRKHELNIME M!BGHNEPGR
GLLRNIHVIG GKRNELTIND GIBGVERPSR
DLL-KLSGVR TNEANEKINT MEBGHESPGR
SILGLFHLLP SKKREMEINE N!BGHEEPSR
AALGMIGIRL AKKAGLTIHNE MEBGHVEPSR
SALGMIGIQF AKKAGLTIEE N!BGVEEPGR
ELV-KLTGAK THEARENIIN HENGEEEPGR
GIGTKIRVLP DRKKRESIEN HEEGE
SILGFFHLLP SKRKENQINE N
KFLNTLHLVP NRKKEFTIEN WM

———KFV-CS KKETEMGIEE GEEGHVRPGR
-———RFM-CS NQAKKESIEE GMEGHERPKR
———RFT-FS KQEDEMSIME GEEGHERPKR
SALGVVGINL AQRTHLTIEE NABGVEEPSR
BKIEE NEUNGHEEPSR
BXIEE NENGHEEPSR
GFLSFLHLLP SRKQPFPINR HNMBGEEEPRR
GFA-SLS-CS KRRTHAGINE MAGGHLEPGR
GFR-KIVRSK PRETHESTEE MUBGHEEPSR
GFR-KIVRSK PRETEESIEE MUBGHEEPSR

L]
GIA-NLS-CS KORTEENSTIN MMEGVEEPGR

HiLL
LALL
LELL
ML
HALL
HALL
LELL
LELL
HALL
BALL
HALL
HALL
HALL
BALL
ML
ML
HALL
NIYSQLLHFL AVEILKFLIS TYLCCRMELL
LELL
LELL

LGPPSSGKIl ILIALAIIII OIIIITGRVT
LGPPEEGKNN BLOALSEEFS DEVEMGGEVC
LGPPESGKSH HLBALABKEE «BEEKTGNET
LGPPSSGKINN BLEALABREG TNEQTSGKET
LGPPEEGKIEN BLKALSENNE NNEECYGEMS
LGPPSSGKEN BLOALABEEN DTHQMSGRET
LGPPSSGKIN BLBALABKEE KBEDMSGEVT
LGPPSSGKEN BLEALABEEN KBEQNSGDET
LGPPSHGKEN BLKALSENEE NNEECSGENS
LGPPESGKSH MLKALSEETE TGERSTGKVT
LGPPSSGKEN BLOALABEEE DTHQMSGRET
LGPPSSGKNN BLEALAGKEN QEEEQTGRVT
LGPPENGKEN BLOALSERES HEVENGGKVS
LGPPSHGKIEN BLBALSEREN PEEETRGDES
LGPPEEGKEN BLEALSERE K

LGPPSSGKIN BLEALAGKEN PEEEMTGDLT
LGPPEEGKEN BLOALTAKEN ONEENEGENS
LGPPEEGKEN BLOALTAKEN OBEENEGENS
LGPPSSGKEN BLMALABEEG KDEQCSGSVT
LGPPEBGKEN BLEALSEEES HABEMSGENS
LGPPEBGKEN BLBALSEREN OBEENEGENS
LGPPEEGKEN BLBALSEREN OBEEMEGENS
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Potri.010G153800 Sequence HBLL LGPPEBGKEN BLKALSEEPS NEEEMAGENS
Potri.015G006000 Sequence HBLL LGPPEEGKEN MLBALSEEES HEEEMAGEMS

AtPDRT Sequence YIGIGIEIII IIIIIYIIO LSILVIIEID
AtPDR2 Sequence  YHGCSHSHE! BEENESYEEQ BGIEERVME-1 NMKHIBRVERL
AtPDR3 Sequence  YHGENENKEH VKRESHEYEEQ B BGASEGFAGY MKDLTRLEKE
AtPDR4 Sequence  YHGYDEKHI! APREEHEYVEQ BEBAGRE HGHEFKYE-M LLELARREHL

AtPDRS5 Sequence  YHGHGENEVE BEKNEHYESC HDEHNANMNT REN!NESHRS BCMESRTE-! HVEVEKRERD

AtPDR6 Sequence  YCGHEFREEN BEKNCHYEEQ HDEHFGHMENM RESEBEEGRE LGEETRYO-L LTHLBRRERE
AtPDR7 Sequence  YHGYRENNEN BIKNSAYEEQ NDEHVGINMEN KEN B BGNETRYN-L LNHLARREKD
AtPDR8 Sequence  YHGYQEDEEN [ | [0 BGHETRYE-L LNHLARRERD
AtPDR9 ABCG37 Sequence  YHGHREDHEN BEKNSAYEEQ BGUEERTH-1 MVEVBKRERE
AtPDR10 Sequence  YHGHEMHEEN BERNAGYEDQ YDVHLPDLHEM B BGHEBTGYN-M LABLLRREKD
AtPDRI11 Sequence  YCGHEFREEN BEKNCHAYEEQ HDEHFGHMEN RE!EBEEGRE LGEEERYO-L MSHLBRREKE
AtPDR12 Sequence  YHGHGMNEEN BEREAEYEGQ NDVHEGHMEN RENFAYAHRF BGEEERYE-V LTHLARRERE
AtPDR13 Sequence  YHGCLESHE! BEKNESYEEQ NDEHEPHELSE RENEBEBECE BGIEERVE-1 MKH!BRREHL
AtPDR14 Sequence  YHGHLFSHEM BEKNESYVEQ NDEHEPELSH EBGCF BGTEBRLE-M TKHIB
AtPDR15 Sequence  YHGHLFSHEN BEKNESYVEQ NDEHEPHELS GCF MGABBRLE-M MKHIN
Potri.001G189500 Sequence  YMGYEFKHEEV BRESEAYEEOQ BRE BGHETRYN-L LSHLARREED
Potri.002G188900 Sequence  YHGYKENEEN BEEEEVYEEQ B BGIBGREN-1 MKHIBRREKE
Potri.002G189100 Sequence  YHGYKENEEN BEEEEVYEEQ B BGIEGREN-I RR I
Potri.006G248500 Sequence  YMGHGNEREM HYREQ HGHBPRYE-M
Potri.008G099000 Sequence  YNGHSEEREM VYNRQ B RAR-1 HVEVI
Potri.010G153600 Sequence  YHGYKEDHEN EYEBo MEN RENDESAHE BGMESRAN-! MUMVERREK:
Potri.010G153700 Sequence  YHGYKEDNEN BEKNSAYEEQ YDEHVPHNMENM REN!DEBEHE BGEEERAB-! MLUEVBRREKE
Potri.010G153800 Sequence  YHGHREEHEN BEKNABYVEQ YDEHEPHNEN RENVEESERE BGTEEQAE-I LMEIBRKERQ
Potri.015G006000 Sequence  YHGHKEENEN BEKSEAYVEQ YDEHEPHNEN RENIDESERE BGABERAE-I MVEVBRRERQ
““““ ‘490""‘H“500””””‘510”‘””” HHHH‘540
AtPDR1 Sequence  HEILBEREVD LFMKSIAAGN VESSHIBEYT IRIIGLIICK IIVIGIEIII GHSGGHEERY
AtPDR2 Sequence  QETIRHNBAVD ANMKATEVEE LENNERERY! BEREGLEECH BERNGHATRP GHSGGEKRRE
AtPDR3 Sequence  REIRBSSEID AFMKBABVKE ERHSVSHEYV BEVEGLEvCS HEVEGNDEMR GVSGGHRERV
AtPDR4 Sequence  WEIVBHBEBLD IFMKSLALGE METSHVVEYV MEEEGLETCH BELNGHEMIK GHSGGEKERE
AtPDR5 Sequence  GEIIBEBEID ANMKEIBVKE LERSENENY! BEENEGLEECH EBLNGNAMKR GHSGGEEERE
AtPDR6 Sequence HEIKBEBEID AFMKSIAISE QETSHVENYV BELEGLEECH BELNGEVNRR GHSGGERERE
AtPDR7 Sequence  [BEIFREABVD LFMKESAAQE VESSHINEYT BEEEGLEECK HEINGHDEVMR GHSGGEEERV
AtPDRS Sequence  HEIFREANVD LFMKESAAQGE VENSHVENYT BENEGLEECK HEINGHEDMVR GHSGGEEERV
AtPDR9 ABCG37 Sequence  KEITEMTEVD ANMKEIBVEE LORSHENEY! BENEGLEECH EILIGHVERR GHSGGEEERE
AtPDR10 Sequence  LNIKENEYLD ALMKESVIKE HEEYVVENYV BEVEGLEECH NEINMGNHEKR GESGGEEERV
AtPDR11 Sequence  EBIKBEBKID AFMKSIAISE QETSHVERYV BEEEGLEECH BILAGEVNRR GESGGEKERE
AtPDR12 Sequence  ANIKE IFMKEVETAR ERTNVMERY I BGLEVCA NEVMGHOHLR GESGGHEERV
AtPDR13 Sequence  KEIVENBNID ANMKEIBVEE LENSMENEY! ERNEGLEECHE BERAGHATRP GHSGGEERRE
AtPDR14 Sequence  KEIVEEBNID ANMKEABINE SETNENEEY! ERNEGLTHECH BERNGHASRP GHSGGEERRE
AtPDR15 Sequence  KEIVENBNID ANVMKEABINE SETNEREEY! EEBEGLTECH BERNGHASRP GHSGGEERRE
Potri.001G189500 Sequence  HEIFBEAEVD LFMKETAMEE VESSHINEYT EENEGLEECK BEINGHEDMIR GHESGGEEERV
Potri.002G188900 Sequence HEIVEEBNID TEVMKATEVEE LERTEEERY! BEGLEECE NEVEGHANRR GHSGGHEERE
Potri.002G189100 Sequence HEIVEEREVD TEMKATEVEE LERTERNEEY! EEREGLEECH BEVEGHANRR GHSGGEKERE
Potri.006G248500 Sequence  [ANIKEEBELD IMVMKEAALEE QETSVTHYY! BENTGLEECHE BEVEGHEMIR GHSGGEEERE
Potri.008G099000 Sequence HEILEEBEVD ANVMKEIBVEE LESTERENY! ERNEGLEECS BIVMEGHANMRR GHSGGEEERE
Potri.010G153600 Sequence HEIVEEENVD THVWKHIBARE QRRNEENEYV BENEGLEECH BIMHMGSALRR GHSGGEEERE
Potri.010G153700 Sequence HEIVENBEVD TEVMKEIBANE QRRNEEEEYV BEEEGLEVCH BIMEGGPLRR GHSGGEKERE
Potri.010G153800 Sequence  WEILONTHLD THMKGIBERE AKITEREEYV BENEGLEECHE BEVEGHTNRR GHSGGEEERE
Potri.015G006000 Sequence  HEILEESHVD ANVMKAIBVEE LESNENEEY! BENEGLEECH BEVEGHANRR GHSGGEEERE
T o S A L N e i
AtPDR1 Sequence  [ITEIMENERT KTEEVMDEIBT GLDSSTHYQI MKEEBEIVRF TDATVEMELL QPEPEMEELF
AtPDR2 Sequence  [ITHELVEEEA TTHEVDBIEN GLDSSTHEQI MSHEBELAEN AEATINNBLL QPEPENEELF
AtPDR3 Sequence  [ITEBMTHEER KTEEVOBINT GLDSSTHEQI MKBIRNFVEL MDATVEMALL QPEPENEDLF
AtPDR4 Sequence  [ITHELLMEEA RVEEVMDEIEN GLDSSTHHQI IMYMRHSTHA LEGTTVEBLL QPSPENYELF
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AtPDRS

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDR11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000
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AtPDR2
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Potri.015G006000

AtPDR1
AtPDR2
AtPDR3
AtPDR4
AtPDRS
AtPDRG6
AtPDR7
AtPDR8
AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12

Sequence
Sequence
Sequence
Sequence
Sequence
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Sequence
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Sequence
Sequence
Sequence
Sequence
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Sequence
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Sequence
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ATAN I=T

e
T ERMVERT
ITIIIIIIT

I TERMIVER!

M TG R T

TG MERA

ITEENNVERY
P

BV

KANEVMDRI TN
THERVDRINT
KTREVDNIET
RTREVDNIET

GHFEMDNIED
REENDEIET
REMENDEIET
TTHLMDEIEN
KTREVDNIEN

EREEVDE BN
RENEVDEIET
FAEEVDEI BN
QNEEVMDEIES
QNEEMDEIES
EAEEMDEIEN
REEEVDEIEN
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GLDSSTARQI IKSHEEVAHN TNATVFVELL
GLDSSTHEQ! CKFMRELVEN ADVTMVEELL
GLDSSTHEQ! MXEEENIVHL TEATVENELL
GLDSSTHEQ! MxHEENIVHL NEATVEVMELL
GLDSSTANQI MKSHEEFAHEN SSATVEVELL
GLDSSTHEQI MKSIKEMIEV FDKTAMNELL
GLDSSTHEQI CKFMRELVEN SDVTMINELL
GLDSSTHYQI MNSHRNYVEN FNGTABNELL
GLDSSTHEQ! MSHEEELAHN AGATINEELL
GLDSSTHEQ! LSHEEEFARL SEGTIEVELL
GLDSSTHEQ! LSHEMEFARL SEGTINVELL
GLDSSTHYQ! MKEEEHIVEHY TEATIEVELL
GLDSSTHEQ! MSEVEELAHN TKSTMEVELL
GLDSSTHEQ! MSEVENLAHN TKSTMEVELL
GLDSSTHEQI MNSHRETTHN LNGTTHNELL
GLDSSTHEQI MSEMEHLAHN TDATVEEELL
GLDSSTHEQ! MTHEEELVEN TDSTANEELL
GLDSSTHEQ! MTHEEELVEN TDSTANEELL
GLDSSTHEQ! MSEVEHLAHEN TDATVENELL
GLDSSTHLQI ISHEEHLSHE MDATVENELL

QPHPESYDLF
QPHPEMRELF
QPHPEMREDLF
QPHPEMEDLF
QPHPESYDLF
QPPPEMRELF
QPHEPEMRELF
QPHPENENLF
QPHPEMRELF
QPHPEMRELF
QPHPEMRELF
QPHPEMEDLF
QPHPE IEDLF
QPHPE IEDLF
QPHPENYDLF
QPHEPEMEDLF
QPHPEMENLF
QPHPEMENLF
QPHPE IEDLF
QPHPENEDLF

DDV SHEQ
DDEVENAKER

DDL INGHEK
DDL INGHEK

DDMIMENAREK
DDV SDEL

DDMIENANEK

670

WyYo
N YHERR

iy
! YRERR

DFN
DFI

WY
(]

N YHERRST!

680

DDI.LSIIO .YOIIIDHI ITFFITIGFI IPDRKITAII LOEITSRIDO
DDVIENMGHEEK WIYHABRADI CRFFEEFGFE BPHRKENANE
DOLIELSHEY MEYQEBREDN IAFFESLGFR LPPRKENANE LQEMTSKEDQ
DDVIENSHEC WIYQBBRDEM MOFFSSLGFT MPDRKNMAME LQEMTSHEDQ
DDEVENANEK INMYHERRODE BKFFEENGFQ BPHRKENANE LQEN!ISKEDQ
DDMMELSHEC IMYQESRONE MEFFEYMGFE BPHRKEIANE LQENTSHEDQ
DDEMELSHEQ IMMYOBBROH! MEFFESFGFE BPERKETANE LQEMTSEEDQ
RONT BEFFESFGFE BPERKETANE LOEMTSHEDQ
GEM ENFFEDBGFR MPERKEMANE LQEMISHEDQ
DDVEILGHEH IMYOBBREDN MEFFEFMGFE BPERKEIANY LQEILSEEDQ
DDMMELSHEC IMYQEBRONE MEFFEYFGFQ BPHRKENANE LQENTSKEDQ
DDEIN I ANBE B1YEBBROHE VEFFETMGFE BPPRKENA
DDVILGHEK WIYHABRAD! CKFFHGEGFE BPERKENANR

LQE IMSKEDQ

BE LOEMTSHEDQ
LQEMMSREDQ
CSFFEDNGFE BPNRKSMAER LQEMISREDQ
CSFFEDHGFE BPQRKSMAER LQEMISREDQ

DDMMNLSHEQ EMYOBEREH! NAFFESHGFR WPERKETANE LQEMTSHEDQ
DDNMENANGE IMYRBERONM MEFFEHEGFR MPPRKEIANE LQEMVSERDQ
RRONM MEFFEHEGFR BPPRKEIANE LQENMVSERDQ
ENM MEFFESLGFE BPERKEMANE LOENTSREDQ

SKFFEDMGFR MPHRKEIANE LQEMISREDQ

DDVEENANCK IMYHBECSHA NOFFEDNGFE BPQRKEAANE LQEM!ISHEDQ
DDVEENANEK INYHGECSHA NOFFEDNGFE BPORKEAANE LQEMISHEDQ
DDEVEMANEVM VEYHGERSSH CRFFEDSGFR MPERKEMANE LQEMISREDQ
DDMIMMNTHEK INYHGRRSS! CKFFEDEGFR MPHRKEMANE LQEMISREDQ

690 700

710

EQYWADSKKI
EQYWCHRDKR
AQYWADPSKE
QQYWSVPFRE
GQYWLHQNLR
EQYWNRREHR
EQYWVDPNRE
EQYWVNPNRE
AQYWWHEDLE
EQYWANPELR
EQYWNKREQR
MQYWARRDER
EQYWCHRSKR
EQYWCHIEKT
EQYWCHRDKR
EQYWDDRNKE
GQYWYHKQOR
GQYWYHKQOR
EQYWASRDQOR
GQYWHRTEQL
AQYWCHAD IR
AQYWCHAD IR
RQYWYCTEQR
GQYWFLTEER

720

HSHIMNSERS
HsH1ENDSK!
HOF IPHSDIA
HRENPPGKEA
HSFEREDTLS
HSHEMNHDRS
HRN1PHSERA
HHEIPHSERA

HSFIRMENLS
HRENTAKKEE
ENHESESDRS
HRF IRERERA

KRERTFHVGA
NKEBESNLGL
AABRNSKYGH
EABRSYPTGK
KREKEDLE IGR
SGENSFHAGQ
SSHERKFHVGS
SRYRSFHVGT
KKEEDLS 1 GK
EGHEHHFGR
SGESTFHTGQ
EABQSFHVGR

AADSKNAARF MEKSADPSHL

AMRSQNATRF MRLKNHRAML

NEEKDEEVEY MRFKSHPASL
LEKENNBKEF NEBQTREDGL

VEKEHEVPES
CYKENBLGEN
CRTEFAISGH
STSQNGVKES
SENVEBLPEN
VTORMNG I SNK
MEDKME ! KRT
VEDKNEV SKR

KBAKKEEVAF MERFNESABL
KIEEANEKEY WIBKTHEDAL
QEASHFRVEY BEAKTHPAHL
KESNEEEVEY MESKSHEANL
KMSNHBAVEF MEBRGHEARL
KIEDTHEKEY MREKSHEDAL

TRTTHGASHL
KETSHFRVEY BMEAKTHSABL

RIGDNNALRF METKSHPABL TTKEMGVGIK

SHSVEBLPNE NERIR

VTORNGISNE B

QHERVEWDRE
HVLKAESRRE
ANLEVEFVRE
BELEINFAWQ
BEERAN! SRE
DEENARFDRE
HELESEWDKN
BELESEVDKE

]
HBVETSFSRE

201843H 308 17:01:14
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BSHIBNDSE! KKENESNLGF LEKENEBKEF MEBOTREDSL
HCEMEESE! EKEEKSDLGL EMQDREBKTY WEBQTQEDGL
HCEMBIDSH! EKEEKSDLGL QEQDEEEKTY MEBQTOEDGL
BRENTHPERV EREERFHVGM REENEEEVEF BETQGHEAEL
HSHEM DMLV KNEQEFHVGQ KHEGHEBREL ONBESHENEL
HSHEM DMLV KNEQEFHVGQ KHMEGHNEREL ONNESHENEL
BSFIBAKERS EABQSFHIGR KNGDENAIBF MEBKSHPSHL
HSHIPHEDQEV KKERESQFGE KEOKNEBREF BEEKSHENEL
HONMBENOE! EMERASNLGQ THAENEBKEY NEBRCPNSHL
HONMBENOE! EMERASNLGQ THAENEBKEY NEBRCPNSHL
HSHEENEQRY KKERESQLGQ MEOENIMKEF MEENSHETHL
ESHEBNDORY KKERESOLGK NHEEHIBKEF MEBKNEESHL

201843H 308 17:01:14

CHREMBLSEN EvLEEESREN
CERENELSNE DMLEEESRRE
CIRKNBLSNE DVEEEESREN
SHSKNEVPRM HELEERVORE
SESINELREN HEEEVE

SHS I HBLREN
STERMGVSEK
THSEEEL TEN B

SESTHESREN NEREEEVARNE
SESIHNESREN NEREEEVARNE
CHRENEL SEN |

SHTSHEL THN

LII.IIAIF IITITVII[I MILIASIIYI IIEIGTKNES

FENNERNSE! MUEESALEVF NELVEMENEE QVGATTHESLH

BB IKRHKEL MTERTCHVGF IVER
]

]
MSLEANENYF REEMHVGTVQ
IHABESHLYE REEMHTRNEI
[NANNSHLEE RMEMNTRNEG
K ANFENNNNE! RERNGINIIH
LRT FELESLEMEII

RNSEV BNERTVEIT! MSLENNENYE BEENHVGTVR
YRENERNSEY NYEEFGEELV MEFLEMELEF REEMOKKTEV
INENERNSH! BUEESGLEVF NELVENENEE QAGATREARH
FENNERNSEY MMEESGLEIF EYE REGSTRESLH
SEV INEESGLEIF HEYE REGSTRESLH
AYV INARTVERII B! KSKMHTRNEG

RNLSL HEEESVEEVV THLBNMENE! BSRENIEMVD
WHENERNLSL HEEESVEEVV THLEEMEME! RSREDIEMVD
FII.==SIV HIEEFTREIL LISIA==III =IEIHRNTIT

THV INERTAREIF RERTAVELNS
THV INERTAREIL RESTEVALNR

iR
RN ASHNNANEE RERNAVEAIH
FEEMERNSE! MNERTTHEF! IESHENMENLE RERNAINAIH

790 800 810 820

DIAVIIIAIM ISMIVNMFIG
-BNYLHESEE TANFRELADG
FENENLSCER BGEVHMMFNG
DEMINLESHY ESwvIILFHG
-BNSHMSCER BATVVELVDG
DECKFYRANR ESHENEMFNG
DANTHVESHL BAMEVNMFEG
DANLNIBANL EGMEINMFNG
-BNSHNSANE BANNIELVDG
DEIIMMBAIY LEVOMIVFSG
DEOKFYBAME ESHENVMFEG
DESLETEAENE EIEMVEMFNG
-BNYLHESVME TANFRELADG
—AIYLIIsI= ESEFKELADG

ESEE YAREREMCHG

BE YAREREMCHG
DEGIMIBAENE BAINVIMFNG
-ANYENEANR YABVIEVVDG
—ANYLNESMY YABNREFTHG
—ANYLNESMY YABNREFTHG
-ASYHENSAER EANTINFSDG
-ASYNNEANRE YGHLINLVDG

830 840

AtPDR13 Sequence
AtPDR14 Sequence
AtPDR15 Sequence
Potri.001G189500 Sequence
Potri.002G188900 Sequence
Potri.002G189100 Sequence
Potri.006G248500 Sequence
Potri.008G099000 Sequence
Potri.010G153600 Sequence
Potri.010G153700 Sequence
Potri.010G153800 Sequence
Potri.015G006000 Sequence
AtPDR1 Sequence
AtPDR2 Sequence
AtPDR3 Sequence
AtPDR4 Sequence
AtPDR5 Sequence
AtPDR6 Sequence
AtPDR7 Sequence
AtPDR8 Sequence
AtPDR9 ABCG37 Sequence
AtPDR10 Sequence
AtPDRI11 Sequence
AtPDR12 Sequence
AtPDR13 Sequence
AtPDR14 Sequence
AtPDR15 Sequence
Potri.001G189500 Sequence
Potri.002G188900 Sequence
Potri.002G189100 Sequence
Potri.006G248500 Sequence
Potri.008G099000 Sequence
Potri.010G153600 Sequence
Potri.010G153700 Sequence
Potri.010G153800 Sequence
Potri.015G006000 Sequence
AtPDR1 Sequence
AtPDR2 Sequence
AtPDR3 Sequence
AtPDR4 Sequence
AtPDR5 Sequence
AtPDR6 Sequence
AtPDR7 Sequence
AtPDR8 Sequence
AtPDR9 ABCG37 Sequence
AtPDR10 Sequence
AtPDRI11 Sequence
AtPDR12 Sequence
AtPDR13 Sequence
AtPDR14 Sequence
AtPDR15 Sequence
Potri.001G189500 Sequence
Potri.002G188900 Sequence
Potri.002G189100 Sequence
Potri.006G248500 Sequence
Potri.008G099000 Sequence

FAENALN 10N NRMENKERNN LEWPPITFSL BTFLIGHPIN (FREVIVT] IVVIGFARN
LPENTLMISR MGMECKEKEE YENPEWENA! BSINEEEPLE VLDEFINELE NYNNNGHSEN
FSENPLMISR ERNENKEREN SHHPEWSWSI ASWLERVPYE VLEAVVESGV VYFTVGLARS
FTEVPMLVAK ERNLEKHRNE HENPSWENTL RSWLESHPTH 11NNATHVAV HYNTHGEDRL
IPENSMEVOR WSHEMKEKON CHMPHVENA! RATVERNPLE FrESLVENCE RYNNNGHTRE
MAENAFEVVME BRNEFKEREF LENPPWEFAL BGFLEEEPLE LINEVINIAN HYNTHGFARS
LAEMAMEIOR BRNENKEREE LEHPPWTHTL RTFLEGEPIN IFEETANMVV EYNSHGHARD
FAEMAMMVSR ERNENKEREE LENPSWTFSL RTFLEGEPSE ILEETANMVV HYNSHGFARD
FPENSVMAGR WAMBMKEKON CHMPEVWENA! BATVERVPLE FFEELVENCE SYNMNGHTERN
FFEMPMEIDK ERNENKERHF SEMPSWEFSL RTSHITFPLE FVAVFIVVLI WYFTHGEDLT
LAEBAFEVVR IRNENKEREF LANPPWEFAL RAWLEENPLE LIENGINIGE MYNTHGFARS
MSENSMEIAK ERNENKERNE LANPEWVESL BPWLEENPIN FMNAALTHFI MYMMNGFDEN
LPENTLEISR NGERCKEKEE YENPHWENA! RSINEREPLE VLDEFINAVE HYNNEGHSEN
LPENTLMISH TAMRCKEKEN YRMPEWANA! ESANNKNPIN FLESFLEEVE NHYNENGHSEN
LPENTLAVSE TAMRCKEKEN YENPEWANA! ESANNKNPIN FLENFLEEVE NYNUNGHSEN
FAEBSLVIKR BREENKEREE ORHPEWTFTL RTFLEOLPVE 11EEVVEVST HYMSVGFARD
ITENSLMIOR TAMBMKEREF YENPEVWENSV RAANBEEPFE LLDAFLENAN WYMMEGFSEN
ITEMSLAIOR 1AW YENPHVENSY RAANNRNPFE LLDAFLENAN HYNENGFSEN
FSEMVMEIMK BRNENKEREE LANPPWENA! RTWEEENPIT FVEVAINNTM HYMAVGFDEN
VPENOVETSH NAMBNKEREN YENPHVENA! RAANERVPLE LMEAFVENAN RYHNNGHSEN
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Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDRS

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDRS

AtPDRG6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1
AtPDR2

Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
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FAEBSLAVIR BEAVOKERSF YLEPEWHNA! BASHEEEPFE LLDEITNNGI HYNNNGHSEE
VAEBSLEVIR BBAVOKERSF YLHPHWENS! BASHEENPFE VLOBLLENGI HYNNEGHSEE
IPEEHVMEVSR BANMENKERER CENPHWENVV RTANEEVPLE LVEAFVENTE EYENVGHSER
FPENOMEVSR ESHENKHREE CENPEWHNA! BSANEEVPVE LLEAFVENAN HYNNEGHSEN

LSIILKHLIV IILTOIMAGG IIIFIIATCI SMILINIGIA LVIILLIILI GHIVER——-
VKREELBEE! ESTFNLSCVE MERANBAIFR MITASTITEA ISIEVLSHEE GEVEBK-——-
AGREERYMEL BESVEEMALG LERMMESLAR DMMIENEFES AAINIVEELE GRVERK-——-
FSRELONEEL YESLHEMSLG LERVMGSLGR HMIVENHFES FAMBVVMTLE GRINSR-—-—-
PYREEREEV! BEAVAFTSIN MERCHBAIFQ MGNABVNARS FVMBITREVEA GHANRY-——-
AARBERELEA YRCVNEMALE LERFLGALGR MEMIENSGET LALEVVEVLE GRINSK-——-
AEREEKEEE! [BLIOEMAAG THRFEESTCR EMTIEANMGEV LVLEVVEETE GELLRR-——-
ASREEKNENL VALIQEVAAN LERLEASVCR MMMIANMGEA LTLHLVENLE GELLRK—-—
ASREEKERIL BEAVAFTSIN MERCLEAIFQ HVEASINABS FGINFTEVEA GEVERP—-
VPSHLKHYEV BMALCGEMSYG LERCHBAVTR NHEVSNHEMEC LAVMWLMTES GYVLSR-——-
AARBERELEA YRCVNEMALE LERFLGAIGR MEMISNSIET FTLEIVATLE GRINAK-——-
VGRLEKEYIL EVLMNEMASA LEKMVEALGR NMIVEANEFEA FAMBVFEALE GVVLSR——-
VGREERHEI 1 BLTFEALSCIN MERANESICR MFEACSITEA ISVELLANEE GEVERK-——-
MGREIREEN! BEALHLSCIN MERANBAVFR DFMVETHVES ISIVLLSVEE GHIVRK-——-
AGRETREVE! BEALELSCIN MERANGAVFR DFDVETHIES ISIVLLSVEE GRIVRK-——-
ASREEKELEL VEFIQEVASG LERLMAGVCR MMITANMGEA LTLHLVENLE GRILRK—-—
PEREEYHEFL BELVEEVSVE NERLBASIVR NPSIESHFAL FIINITH GEVERQRKPF
PEREEYHEFL BELVEEVSVE MERLBESIVR NPSIESHFAL FIINITHEEE GEVERQRKPF
IGREEKEYE! FVLANEMSSG LERMMGALGR NVIVENNVES FALMAVLVME GHILSR-——-
LERELREEE! BELLELASLE MERFVASIFQ MANASMEARS IAIMGCLEEE GHVERK-———-
VTRELCHEEL BRALELTSTH MCRFFESIFQ MMMLATHVES VILVLMEEEE GRILRR-——-
VTRELCHEEL BRALELASTH MCRFEESIFQ EMMLATHAGF VILVLMEEEE GRILRR-——-
FGREEREEEL BELVASTSIN MERFVASLFQ EVMASVEARG LALMITLEEE GHLERK-——-
FGRELREENL BELVEALTSTH MERFVESVFQ HVNASTAARS LAINVALVEE GEVEAK-——-

910 920 930 940 950 960

GEIRKWWKWA YHVEPMAYTY DALTVNEMEE BRWINQPS-S DNSTS-HBLA VLEIFDIFTD
SSMBAWHGWE EHLEPESYAN MELTANERFS BRWSHVIS—- —-SKTHABREQ MLDIREGENFG
ADIKPWWVWE EMVEPESYGQ RAIAVNERTH TRWMTPSA-I SDTT--IBLN LLKLRSFPTN
DSIRSWWIWE YMIBPEMYAQ NAASVNEREG HNWQNTAG-- NHTSDSHELA LLKERSHFSG
TDMBGWEKWE EMVNPISYAN MELSVNEREE RRWOEMQP-- —-TNVEBERT ILEBREENYD

DDIESWHTWC YYTHPMMYGQ TALVINEEED ERWGSPNNDT RINAKEVEEV LLKEREFFTE
VLNIWDVFDD
VLNTWDVYHQ
ILQTREMDYN
VLKEREFFVE
LLKBREFFTE

SEIRVWWRWA YMIBPESYAF NAITVNELFE BEWMNKMS-G
GKIRDWWGWA YMVEPHTYAF NELVVNEMFE BRWMNKMA-S SNSTIKHETM
PSMBAWEKWE ENANPESYGH MELSVNEREE BRWNOMQP—- —-NNFHEERT
NQVHKWHTWA YMTEPMMYIQ TAVSVNERRS ESWKDG-——- —————-

DDIRPWMTWA YYMEPMMYGQ TAIVMNERED ERWSSPNYDT RINAKHVEEV
DDIKKWWIWE YMIBPIMYGQ NAILANERFG HSWSRAV-—— ENSSEMEEVT
SSMETWEGWE EHLEPESYAN MELTANERFS RRWRELTS-- --GNINABEQ
PSMESWHEWE ENLEPESYAN MELTANERFE BRWGH!ITS—— —-ENREHEEQ
PSMESWHEWE EHLEPESYAN MELTSNERFE BVWREMTS-- —-ENREEEEQ
GAIRDWWGWE YMVEPESYGF NAIAVNEMSH BRWMNKNS-S DASTS-HETA
ASLRSWERWE EHLEPEAYAN MEBASLNEREHE BRWORVSS—- —-SNINEEOK
ASLRSWHERWE EHLEPEAYAN MEBASLNEREE BRWORVSS—- —-SNINEEOK
DNVKSWWIWE YHVEPEMYVQ NAVSVNEREG NSWRHIP-—- PSSTESHEVT
PSMBAWHOWE ENIBPITYGH MELTTNEREE BRWERIVS—— —-GNTHIEQQ
PSLRPWERWE EMIFPMTYGH ME!TLNEREE BRWKEMLN-- --GNTHMENG
PSLAPWERWE EMIFPMTYGH MEITLNEEEE BREWKEMLN-- —-GNTHMENG
PSMEVWEGWE ENIEPHEAYGE MELSLNEEET BRWANTVS-- --GNTHIQQQ

-NSTTREETS

FLKEREFLPH
VLDVREHENFG
VLDARBENFG
VLDARBENFG
VLKNFDVYTD
ILENRGEYFN
ILENRGHYFN
LLKEREVFPE
TLENREENFH

VLTEHEENFE
VLTEHEENFE
TLEBRGENFH
PAMBVWEAWE EIBPETYGHE NELTVNEEEE BRWERVVS— —-GYTSHEQQ TLENRBENFH

PNWIWIGVIG ILIIIVIIII LVIIILIFIN PLEKQQ- AVV SKENTEENRA ENG——————
RHSHWTAFEE BVERVLFENA LYVEHELENON NPQRSRAIIS HEKYSRPIEE DFKP—-———-
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AtPDR3

AtPDR4

AtPDRS

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDRS

AtPDRG6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDR5

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

DEWEWHGIA

KNWEWEGVE

NEWEWEGVAR BLEYEVEEN!
DEVEWVSLSH BLELMI IENT
PEWFWEC 1N BLEREVEENF

KNWHWISVER HLCRNANGN!
GEVEWVSLCH HLEENVEEN!
THWEWHGLLE WILSHIESHI

vV BIEYATERAN

G HLEENVIENG

PHWFWECIVE BLERSLERNL
ANVEVIGTEN HLERVVERNF

RHSEWTAFEE EVERVLFENA
NQSHEWNAFEE BIEENLFENT
NQSHWNAFEE BIBENLFENT
KNWHEWEGTAN 1LEEAVEERV
ENFEVEPLEE BIGEW!IEN!
ENFEVEPLEE BIGEW!IEN!

ARWEWEGVEN N1EYELNENF

1,030

GHFEVWESVER EVELALEEN!
GHFEWESLEN WrFEEN!EEDL
GHFEWESLEN SR EEDL
GHFEWESVER B!ELHVERNV
GHFEVESVEN NIGVEVELN!
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VVENBLANEN
LIEMMFLAHEN
| AL SF K
CYIIHLMEEN
FENMAL NAED
L AMMAL NN
 EALEFEK
1 TSHCLAFEK
FY T IELMEEN
GIRMMALEFEN
LYMBELEERN
VEARBLEFEK
VEABALNEFIK
LENFELANFS
GEMCHLSHSK
GEMCHLSHSK
LIII=LKIIN

|
GRARELEFIK
GEEVELNFEK

1,040 1,050

PLRKAR-AVV
PWGKFQAVVS
SPTSSRPMIS
PLGNSKATTV
PLGKAQ-AIL
PLGKKA-GLL
SPTSSRAMIS
QYGISKTAVL
PLGNSKAT-V
SLGK-PQAVI
NPQRSRATVS
TSQRSRVIVS
TSQRSRVIVS
PAGKSQ-ATI
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LDDPNEETA- ———————

REELDEREKK
QDKLSELQG-
VEEGKDKHKG
PKEEDEEAKG
PEEENEDADQ
QDKLSELQGT
PDEREEADSN
VEEGKDKQKG
AEEPASDETE
HGKNSQCSEE
HEKNTQSSEN
HDKNTQSSEK
SEETTKERTR

GKDPMRR——-
EKSTED———-

ORGK--———-
PPGNSRAI IS
Q

—-DSKTNSSAR
YERYYQLQGR

KDDVDGF---

Q

PPGNSRAFIS REKYNQLQGK INDRDFF——-

1,060

,
[ R R |

1,070

1,080

SKSKS

GDEF

———LVADAN-
VVELREYLQH

- —KAGSNK——
S LSTADGNRRG

--SGTGGS—-
ETEMESVS—
EVAMGRMSRD

SAA

~~TGRDYTGT
—~RGTEGS—~
—~SARSEG—-

———————— s

L SHSNGNNTSE

MATLRTRSPS

NPNG

LS

——SLRMPS—-

—

DED

~1DVE RGHNEPF
—————— CPKI TSRANT ---GK1 IlPF
Q VISER KGH1MBPF
———————— IH GKYFEN ——-RGHMEPF
~SSVKKNKPL DSSIETNEDP ————-——— ——
———————— ST SSHGPK
—AR ——KGHMHPF
—————— EASG GAGNE ———KGHMEPF
~SSVRK-KTT DSPVETEEE- ———-——— —— DKMEMPF
——————— VIT RTCND KKLRIPF

TPEEMSFDN

NYBNEVPKE
KPHEVEFQNE QYMIETP——

KPEEMEFHNE NYNNEVPKEN
QPESLSFSNI NYNEBVPLGL

KPEMIMFQDL NYNNEVPVEN
QPESLAFNNE NYNMEMPARN
TPEAMSFDDN KYFHEMPARN
TPEAMSFDDN KYFMEMPGHN
KPEEVEFQDL NYFHEVPVEN
KPEYMEFENT TYSHETPKHEN
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———————— SS SNKGPK RGHMEPF QPESLAFNNE NYNNEVPSHN
________ VE AGANEK RGHMEPF EPHSIHFONE VYSHEVPQEN
—————— CPEI TSRANT ———GKVIEPF KPEEVEFONN QYMIETP-—
_________ I ASRFEN ANPF EPHEFEFQDN QYIIETP—
_________ I ASHSEN ANPF EPHNFEFQDN QYFIETP-—
______ GNAD SIEAANGVAP K-—----——- ———RGHMEPF SPHAMSFDSM NYFHEMPPHN
ENIEPF EPIMISFONM QYFEETPKIL
ENIEPF EPINISFONE QYFEETPKIL

———————— GD ANONH RGHMEPF QPESIMFEEI RYSHEMPQHN

KKLHSANE-S SPGPEK -——GRHMEPF EPEVMEFKDN QYNMETPLEN

VHNEPF VPEEVMEFKDN RYMMETPPEN

VHNEPF VPEEVMEFKDN RYMMETPPEN

-——CENABPF EPEEMEFKDN RYMMETPLEN

MTLTAAPAKS STETHEK ——-GRHMEPF EPHEVEFTON QYHMETPLEN
1,150 1,160 1,170 1,180 1,190 1,200

KEMBVSKDKE MLLKEVEEVE REGHLTHLMG MSGAGKTTLM DVLAGRKHEG YENGDEREEG
————— QGHTR MLLSHIMEAL KEGMLTSLMG MSGAGKTTLL DVLSGRKHRG IMKGENKVGG
SHGHLTHLVG SSGAGKTTLM DVLAGRKHEG YTHGDEREEG
KEM@ILEDRE MLLVNINGAR REGMLTHLVG MSGAGKTTLM DVLAGRKHEG THEGDVYHEG
KGEBYNERKE BLLSEINGAR REGMLTHLMG ISGAGKTTLL DVLAGRKESG YHNGENREEG
KANBVEGDRE MLLREVGEEE RRGMLTHLVG MSGAGKTTLM DVLAGRKNEG YVEGSHNENG
REMEVOETRE MLLKGVA REGHLTHLNMG MSGAGKTTLM DVLAGRKNEG YHNGDVRVEG
ROMBVTETRE BLLKGVH REGHLTHALNMG MSGAGKTTLM DVLAGRKNEG YHNGDVRIENG
ROMEYDOKKE MLLSHIMEAR REGILTHLMG MSGAGKTTLL DVLAGRKNSG YHNGDEREEG
KEKBIRENKE VLLNGLSEER REGHLTHLMG MSGAGKTTLM DVLAGRKNTG YHQGEMNYVEG
KABBVEGDRE MLLREVGEER RREGILTHLVG MSGAGKTTLM DVLAGRKHEG YHEGSHSHEG
IEMGTQEDRE VLLKGVNEEE REGMLTHLNMG MSGAGKTTLM DVLAGRKNEG YHMDGNMTHEG
————— QGHTR MLLFEIMEAL KRGMLTSLMG MSGAGKTTLL DVLSGRKHRG IMKGENRVGG
————— QGHKN BLLSGVE KEGHLTHLMG MSGAGKTTLL DVLSGRKHFG DEKGOMEVGG
————— QGEKE BLLSHVEGAE KRGMLTHLMG MSGAGKTTLL DVLSGRKERG DHKGQMEVGG
KEMBVPEDRE MLLREVHEEE REGMLTHLMG MSGAGKTTLM DVLAGRKNEG YENGEMKMEEG
RKEBLPOKRE BLLHHIMEAR REGILTHLMG MSGAGKTTLM DVLSGRKHEG !HEGENRNGG
RKEBLPOKRE BLLHEIMEAR REGILTHLMG MSGAGKTTLM DVLSGRKHEG !HNGENRNGG
KABBIPEDRE ELLKGVS RSGHLTHLMG MSGAGKTTLM DVLSGRKHEG YMDGRESHEG
RKREVLOKKE BLLSHIN RRGILTHLMG MSGAGKTTLM DVLSGRKHEG TTHGEMRENGG
KRHEF SERKE HLLSHIMGAR KRGHLTHLMG MSGAGKTTLM DVLSGRKHEG !HEGDERNGG
KRHEFSERKE HLLSHIMEAR KRGMLTELMG MSGAGKTTLM DVLSGRKMEG INNGDEREGG
RKREFPQRKE BMLLSHIMGAR REGILTHLMG MSGAGKTTLM DVLSGRKNEG THNGEMREGG
RKRENQQHKE MLLSHINGER KEGILTHLMG MSGAGKTTLM DVLSGRKNEG THNGENREGG

FIKRQEIIIR ISGYIEONDI HSPOVTIKES IIISAFLRLI KEVTKYEIMR IIDIVMILVE
BBKVQENEER VSGYBEQFDE HSPNITHMEES MKNSANLRLE YNHESKNENE LEKEVLETVE
HEKEQQNEER WSGYVEQNDE HSPQVTMEES MWFSASLRLE KENTKEQHKE EMEQVMRLVE
FEKRQENEER WSGYBEQNDV HSPCLTMVES BLFSACLRLE ADEENSEMORA ENHEVMELVE
FLKVOQEMEER VSGYBEQTDE HSPSITHEES MINSANLRLV PEENPOEEIR EMKQVLETIE
BRKNQANEER VSGYBEQNDE HSPHVTMYES MINSANLRLS ADEETKEREM EMEBVMELVE
FEKKQENEER WSGYBEQTDE HSPQVTMRES MIFSAFLRLA KEVSKEDELM EMDQVMELVE
FEKVQENEER WSGYBEQTDE HSPQVTMRES MIFSAFLRLE KEVGKDEEMM EEDQVMELVE
FEKVQENEER VSGYBEQTDE HSPNITMEES VINSANLRLA PENNATEETK ENKQVLETIE
FEKKQDSEER VSGYBEQSDE HSPLLTHMYES MLESANLRLE PONNTHEREL BIEBVMELIE
ERKNQTHEER VSGYBEQNDE HSPHVTHEYES MINSANLRLS TDHMIKNREL EMEEVMELVE
ERKNQONEER MSGYBEQTDE HSPHVTHYES MVESANLRLE KEVEKNKRKI EIEBVMELVE
BEBKVQENEER VSGYBEQFDE HSPNITHMEES BKMSANLRLE YNENAKENENE LEKEVLETVE
BVKVQDEESR VSGYBEQFDE HSPNLTHMQES MKNSAMLRLT SNESSENECA INNEVLETIE
BVKVQDEESR VSGYHBEQFDE HSPNLTHQES MKHNSAMLRLE CNESSENESA INNEVLETIE
FEKKQENEER WSGYBEQNDE HSPQVTEKES MIMSAFLRLE KEVSKQEEMI EEDEVMELVE
BRKAQKHYHER MSGYBEQTDE HSPQITHMEES VMESANLRLE AQHENRERSE ENABVIEMIE
ERKAQKEYHER MSGYBEQTDE HSPQITHMEES VMESANLRLE AQHENRERSE ENABVIEMIE
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Potri.006G248500 Sequence  [AKNQQEEER WSGYBEQTDE HSPHVTMYES BMVESAMLRLS PDVESENRKM EIEBVMELVE
Potri.008G099000 Sequence  [IBKVODHEER WSGYBEQADN HSPQITIEES VVFSANLRLE SVENPKEEFD EMNEVLETIE
Potri.010G153600 Sequence  [RKVOQNEER WSGYBEQNDE HSPQITMEES IVESANLRLE PERMECHESR EMERVINTIE
Potri.010G153700 Sequence  [RKVOQNEER WSGYBEQNDE HSPQITMEES IVESANLRLE PERMECHESR EMERVINTIE
Potri.010G153800 Sequence  [IBKVODSEBR VSGYBEQTDE HSPQITMEES VINSANLRLE PERBTKEKYE EMNQVLETIE
Potri.015G006000 Sequence  JILKVOQDSHER MSGYBEQTDE HSPQITMEES MVESANLRLE PEENAREETE EMNEVIDIIE
H\\\\\\1\’2\70\\\\\H\1\'2\80\\H\\\\1\’2\90\\H\\\\1\’3\00\\\\\\\\1\'3\10””””1\’3\20
AtPDR1 Sequence  LESLKBAVEG LBGITGHENE QRKRETHAVE LVEANPSHEFM DEPTHGLDER AAAIVMRTHR
AtPDR2 Sequence  LDDIKHBVEG LEGIBGEBIE QRKRETHAVE LVEANPSHEFN DEPTTGLDER AAAIVMRENK
AtPDR3 Sequence  LDTLRYABNG LEGTTGHENE QRKRETHAVE LVENPSHEFM DEPTHGLDHR AAAIVMRTHR
AtPDR4 Sequence  LTSLSGABNG LEGVDGHBNE QRKRETHAVE LVEANPSHVFM DEPTHGLDER AAAIVMRTHR
AtPDR5 Sequence  LEEKNABNG VAGVEGHBEE QRKRETVAVE LVEANPSHEFN DEPTTGLDER AAAIVMRENK
AtPDR6 Sequence  LKPLRNEIMG LBGVDGHENE QRKRETHAVE LVEANPSHEFM DEPTHGLDER AAAIVMRTHR
AtPDR7 Sequence  LVDLREAINMG LEBGVTGHENE QRKRETHMAVE LVANPSHEFM DEPTHGLDER AAAIVMRENR
AtPDR8 Sequence  LDSLREBINMG LEGVTGHENE QRKRETHAVE LVANPSHEFM DEPTHGLDER AAAIVMRENR
AtPDR9 ABCG37 Sequence  LDEKHIBENG VTGVEGHEBNE QRKRETHAVE LVEANPSHEFN DEPTTGLDER AAAIVMRENK
AtPDR10 Sequence  LKALREMEMG YVGIBGHBNE QRKRMTHAVE LVEANPSHLFM DEPTHGLDER AAAIVMRTHR
AtPDR11 Sequence  LKPLRNBINMG LEGVDGHBNE QRKRETHAVE LVEANPSHEFM DEPTHGLDER AAAIVMRTHR
AtPDR12 Sequence  LTPLRQABNG LBGEBGHEBNE QRKRETHAVE LVENPSHEFM DEPTHGLDER AAAIVMRTHR
AtPDR13 Sequence  LEDIKEEVEG LEGIBGHBNE QRKRETHAVE LVSNPSHEFL DEPTTGLDER AAAIVMRENE
AtPDR14 Sequence IBGIBGHTHE ORKRETHAVE LVSNPSHEFM DEPTTGLDHR AAAIVMRENE
AtPDR15 Sequence VEGIBGVTAE QRKRETHAVE LVSNPSHEFM DEPTTGLDHER AAAIVMRHENK
Potri.001G189500 Sequence | LBGITGEENE QRKRETHAVE LVEANPSHEFNM DEPTHGLDHR AAAIVMRTNR
Potri.002G188900 Sequence  LGEHRMEBNG IBGVEGIBNE QRKRETHAVE LVSNPSVEFN DEPTHGLDER AAAIVMRVAK
Potri.002G189100 Sequence  LGENRHBEENG IBGVEGIBNE QRKRETHAVE LVSNPSVEFN DEPTHGLDER AAAIVMRVAK
Potri.006G248500 Sequence  LNPLREABNG LBGVDGHBNE QRKRETHAVE LVENPSHEFM DEPTHGLDER AAAIVMRENR
Potri.008G099000 Sequence  LDGHKNBENG IBGIBGHBNE QRKRETHAVE LVSNPSHEFN DEPTHGLDER AAAIVMREAK
Potri.010G153600 Sequence BBNG 1BGREGHENE QRKRETHAVE LVSNPSHEFM DEPTHGLDSR AAAIVMRENK
Potri.010G153700 Sequence IBGREGEENE ORKRETHAVE LVSNPSHEFE DEPTHEGLDSR AAAIVMRENE
Potri.010G153800 Sequence IBGIBGEBIE QRKRETVAVE LVEANPSHEFNM DEPTHGLDER AAAIVMRVEE
Potri.015G006000 Sequence VMBGVEGEENE QRKRETHAVE LVENPSHEFNM DEPTHGLDER AAAIVMREAK
| 1,360
AtPDR1 Sequence NTIDTIRTII CTIHOPSIII FIIFDELLIL IIGGQVIYAG IIGINIHIII IYFOAIHIII
AtPDR2 Sequence  NVAETERTHM CTIHQPSINE FETFDEL MM ENGGQLVYYG BPGENESEVE BYFESFSELE
AtPDR3 Sequence  NTHDTERTEM CTIHQPSINE FEAFDELLEM KRGGQVEYGG KEGTHEQVLV DYFQGENEME
AtPDR4 Sequence  NIQNTERTIM CTIHQPSINN FESFDELLFM ERGGELEYAG BEGEKECELN KYFESHEENQ
AtPDR5 Sequence  NVAETERTINM CTIHOPSIHN FEEFDELVEL KRGGRMEYSG BEGEHESCVE BYFQONEPENA
AtPDR6 Sequence  NTHDTERTHM CTIHQPSINN FESFDELLEN ERGGQVEYAG THGHHEQHLV BYFHANCGNE
AtPDR7 Sequence  NTHDTERTEM CTIHQPSINE FEAFDELLEM KRGGHVEYSG BHEGRNEHEVV BYFESFPENE
AtPDR8 Sequence  NTHDTERTEM CTIHQPSINN FEEFDELMENM ERGGQVEYAG BEGENEHEVV BYFESFPENS
AtPDR9 ABCG37 Sequence  NVADTERTINM CTIHQPSINNE FEAFDELVEL KRGGRMEYTG BHMGEHHERHIN BYFESVPEIR
AtPDR10 Sequence  NTHDTERTEM CTIHQPSINN FESFDELFEL TRGGEEEMYVG BIGHHESOLE BYFEGHRENG
AtPDR11 Sequence  NTHDTERTEM CTIHQPSINE FESFDELLEM KRGGQVEYAG SHGHHEOKLV BYFEAVEBNE
AtPDR12 Sequence  NTHDTERTEM CTIHOPSINN FEEFDELFEL KRGGEEEMYVG BEGHEETHLE NYFESHQBIN
AtPDR13 Sequence  NVAETERTHM CTIHQPSINE FETFDELIEM EDGGQLVYYG BEGKHESKVE KYFESHPEENR
AtPDR14 Sequence  NIAETERTHM CTIHQPSINN FEAFDELIEM ENGGKINYYG BEGEHESKEVE BYFMREHEER
AtPDR15 Sequence  NIAETERTHM CTIHQPSINE FEAFDEL IEM ENGGKINYYG BHEGEHESEVE BYFMSHPENE
Potri.001G189500 Sequence  NTHDTERTEM CTIHQPSINE FEAFDELLEM KRGGQANMYSG BHEGRNEHEIN BYFEANPENR
Potri.002G188900 Sequence  NIJNTNRTEM CTIHQPSINV FHEFDELIEM KRGGQINYSG EMGEANESKLE BYFEGEHENE
Potri.002G189100 Sequence  NIJNTNRTEM CTIHQPSINV FHEFDELIEM KRGGQINYSG EMGEANESKLE BYFEGEHENE
Potri.006G248500 Sequence  NTHDTERTMM CTIHQPSINN FOBFDELFHEL KRGGEEMYVG BVGRHACHLE KYFHENEGNE
Potri.008G099000 Sequence  NIMETERTHMI CTIHQPSINE FEAFDELIEM KTGGRLEYSG QHGHRESALE BYFEKEPEBNER
Potri.010G153600 Sequence  NVEATERTTM CTIHQPSINV FEAFDELIEM KRGGMINYSG MEGHHECKLE BYFEGHSENR
Potri.010G153700 Sequence  NVEATERTTM CTIHQPSINV FEAFDELIEM KRGGMINYSG MEGHHECKLE BYFEGHSEENR
Potri.010G153800 Sequence  NIMETERTINM CTIHQPSINE FHAFDELIEM KIGGRINYSG BEGEHRESEVE BYFENEPENR
Potri.015G006000 Sequence  NIMETERTEM CTIHQPSINE FEAFDELIEM KIGGRINYSG BHEGHGESRVE BYFESHPENR
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AtPDR1 Sequence  KIKEKENPAN WHLEMSEMAA EAKHEINEEE HEKTSSENQQ NMENEUKEEST BPQBASHEYVE
AtPDR2 Sequence  KOKNCNPAN WILDINBKEA EEKHEINESQ SHKDSTHEKQ MEMVMEQHEES ASLEBEABRE
AtPDR3 Sequence  PHSSGHENPAN WHLENMETPAL EEKYNMEEHED LMKKSDQFRE VEANIKQEEV BPEBBEPISE
AtPDR4 Sequence  KEPGHNPAA WHLDMMASTE EHREGVEEHEE IMRNSNECOR MEEMIEVEBK BSNIAKEIER
AtPDR5 Sequence  RDKENPAN WHLEMESERV ETEEOMEEEK IENESDENKN MSENNMEEESK EOHEESHEHE
AtPDR6 Sequence  KIKDGENPAN WHLDMMTPEM ESOMSVEEEQ IFVNSSVNRR MOEMIKENST EPPEENEEYE
AtPDR7 Sequence  KPEKENPAN WHLBASBLAA ELKHEVEEAE LEKASANCOR NEABMQCEEEV BPQBATHEYE
AtPDR8 Sequence  KHPEKENPAN WHMLBASBLAA ELKESVEEHE LENQSABHOR MEANNKEESV BPABASHEYE
AtPDR9 ABCG37 Sequence  [KIEDNHNPAN WHLDNMSHOEV EIEMGVEEEK IMHDSANNKR NSEHNNEQESQ BDSEESHICHE
AtPDR10 Sequence  KIKEGHENPAN WALBMETRAQ EDVEEVTEEQ VEKKSNENRR MEDHIKEENN 1PPHAQHIHE
AtPDR11 Sequence  KINDGENPAN WHLDMMTPEM ESOMSLEEEQ IFSNSSHNRR MOENIKDEST EPPEEKEVYE
AtPDR12 Sequence  KHTEGHNPAN WHLHEMSTTEQ EAABRBVEEEC VEKNSEENKR NEEHIKEESC BAPEEKEEYE
AtPDR13 Sequence  HVQKNCNPAN WHLDIMCKEA EHREEBVEEEQ ANKDSTHNKE MEMVMEQEES ASLEBEANSE
AtPDR14 Sequence  HLEENSNPAN WILDIMBKES EDKHEVELEC MMEESTHFKE MEMVIEQTRC TSLEBERMIL
AtPDR15 Sequence  HLKENSNPAN WILDINBKES EDKHEVELEAH IMEESTHFKE MEMVIEQTRC TSLEEERMIL
Potri.001G189500 Sequence  KKEKENPAN WHLEMSBVAA EVREGVEEEE QMRSSSHHOR MEANMKEEST BPPEATNEYE
Potri.002G188900 Sequence  [MERENHNPAR WHLEN EARBELEEEN LMRDSHEFQK MEEMMAREGL BEQEBKERHE
Potri.002G189100 Sequence  [MEEENHNPAR W EARBELEEEN LMRDSHEFQK MEEMMAREGL BEQEBKGHHE
Potri.006G248500 Sequence  HIEDGENPAN W EAVENDNETD IFKNSEMNRR MEARIKEESA BPPEBKEEYVE
Potri.008G099000 Sequence  [{EEDNENPAR WHL EAEBBVEEGQ IMEGSTHNKE NMRKEMEQEES KTPERKHEHE
Potri.010G153600 Sequence  MEEDNENPAR WHL ESENELEEAK LEKESPENQE TTEEMQQENK BPPEBREECE
Potri.010G153700 Sequence  MEEDNENPAR WHL ESENELEEAK LMKESPENQE TTEHMQQENK BPPEERENCE
Potri.010G153800 Sequence  MIENRENPAR WH EADBEVEEGE ANEGSTHNEE NEEHNECESS ETPEEKHEHE
Potri.015G006000 Sequence  EEDNENPAN WILHEEECEA EAEMEVEEGR [MEGSTHNQE NEDHMEOEES RTPEBKEEHE
‘1‘ 450 1 460 ““““ 1‘,470 ““““ 1‘ 480 1‘ 40 1
AtPDR1 Sequence SIRISISLLG ITHERTEOHEN IARFFITLAA AVMLIS[IIK VITIREIANI
AtPDR2 Sequence  PSQESHTABV BEBRNBSHE ITRIVEILLD STLCHLLENE KAEDENNOEE
AtPDR3 Sequence  TSRYSHNOLS BBEEN BVRLVETTIA AFILETVEND I1BSERTSSHE
AtPDR4 Sequence  PERYSHSLYS BT AVRFFYTVVI SEMLETICHK FESERDTQNQ
AtPDR5 Sequence  KRTHABNWEE BEBSEN EMRIGHTFIS SFIBELLEEN QBKEEDTQEN
AtPDR6 Sequence  REKYABPFST QTEEBFEEMY WENBRYBEOMM AIRFLMTVVI GVLEGLLENE TETENEKERN
AtPDR7 Sequence  AJJQESEANTHG OEKSHENEEW WTHEREEONN EVRFIETLAT SEMIESVENE 1BGERSHVER
AtPDRS Sequence  AJOESENTHG EENE HEREEOEN BVRFIETLAT SHLIGTVENE 1BGNRSHAGH
AtPDR9 ABCG37 Sequence  KRTEABSWHEG BN BVRMMHTLVS SHIEBALENK QBONLDTQES
AtPDR10 Sequence  SPKYSHSYLS NVPEN AVRFSEGAAV GIMYBITENS LBKRKGTREN
AtPDR11 Sequence  KEKYABSFST WENBRHEQNN AIRFLMTVVI GVLEGBLIEEN !BTHTENERE
AtPDR12 Sequence  PHOYSHSFLT WEMBRNEPET AVRFLETIGI AEMEETMEND LEGKTKTREN
AtPDR13 Sequence  PSRYSHTGHG CHEBRNEBSHN BTRIVEILLN SHLCSLLENE KAKDENNCHE
AtPDR14 Sequence  SSRYABTSHE BEBERNESHEN ETRIIEMSFT CMLCEHILENE KAKEENNHCHEE
AtPDR15 Sequence  SSRYABTSHE NESHN BTRIIEMCFT CMLCEILELE KAKEENNCRE
Potri.001G189500 Sequence  ABOYSESANG N BVRYFETLVC ABMVESIENK VBTERDSSSH
Potri.002G188900 Sequence  SHEREPENANE BREEKEN BVRLIRIITVS SHIREALLEN KEOEENGERR
Potri.002G189100 Sequence  SHEREPENANE OFEA-——— —— BEKEN BVRLIEIIVS SHIEBALLEN KEOKENGEER
Potri.006G248500 Sequence  PERYSHSFFT HRNEPEN AVRLLSTTVI ABMEBTIEEN LESERNRKEN
Potri.008G099000 Sequence  PHOESENGHE BEPEN BLRISHISSG ANLEEVLENE OEKNENNQEE
Potri.010G153600 Sequence  SHPEPHSREE M BSRFIVMIVA SHLEGIVENEE KEKEENN
Potri.010G153700 Sequence  SHPEPHSREE N BESRFIEMIVA SHLEGIVENE KEBKEN
Potri.010G153800 Sequence  PHCEPENGHE SHN BLRIVEMSFG ABLEGLLENE QGNEENNCER
Potri.015G006000 Sequence  PHREPENGHE BNNRERSHEN BVRIVEMSSG ASLEGLLYHEE OBKEN<NEEN
1 510 ““““ I‘,520 “““““““““““““ 1‘ 550 E

AtPDR1 Sequence ITKVIGAIIA ANLFVEVENS ISIQILIIVI RS LIIIVCEIIY
AtPDR2 Sequence  WISIFGEMMET LMVFPEVENE AAMINFIBAN RNNENRERFE RENESWANS- FSHEMLIEVRY
AtPDR3 Sequence  WITVMGALMS ACLFLEVSHA BSHORINSIN RENENREKAH BNMNAPIPHA- ABEGLVERRY
AtPDR4 Sequence  ENAMGENNA ANLFIGHTHA TAACRVESIHE RFUSHRERAH GNNBALPFBE- FHEMFIEFRY
AtPDR5 Sequence  METVLGAING LELFVEENNE TSALQYFETH RNEVE GHMSA LABNVTENRY
AtPDR6 Sequence  INMFFGAMNA ANLFLEATHA ATHQRANHIN ISHNAVERMY
AtPDR7 Sequence  HTMVIGAINA ANVFVEEENE BTHOEVEAVE ISHMTCELRY

il REVENRE<AR GHMEA
AtPDR8 Sequence  WTMVIGALNA AITFVENNNE ETHORVEAVE REVENRERAN GMMSAvPEE- 1SHMTCELRY



PDRs Aminoacid sequences BLAST

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDRS

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDR5

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDR11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

12/13

METVFGAING
IENSVGANST
ENNFFGANNA
BSHAVMGEMNT
MRS 1 FGRENT
BERVFGRNFT
BERVFGENFT
ANV 1 GANNA
FANILGHIFI
FANILGRIFI
1 ENSMGEENA
BRSMLGANNT
B AVLGENN!
VINILGEEN!
BESIAGHNNS 111FFENNNE SPHLAFNERE REMENRERFE GHMES/ANS-
BENIVGENNA L1VFFENNNE BSHLBFFNRK NNKIG---YS CHLLLFCFVL

LMLFLEMNNE ASALQYFETH RNEVERERFE GNMSHETANE-

RE A

ANLFLEALNA ATHORAININ RNMENREKAN BMMSA!PHE-
ANLFLELONA ASHORVENVE RNMENRNCAN BMMSHvPEE-
BNAN NENRER-H REMESWANS-

RFS REENSWANS-
| RFS REENPWANS-
ANNS HTHCRVMAVE REMAMREKAN BMMSH.PEA-
NN SSHUVEFMATH RNIVERER-E BHMESWANS-

LGHNVTENRY
FSHM! 1ENRY
I SHMAVERMY
FHENF 1ENRY
FSHULVEVRY
LSHNL VERY
LEHNLVERRY
[ HEMV CEMRY
SHEM! VERY
SHEM! VENRY
FEEEV 1 ENRY
LEMLLVEVRY
LEHNT 1 ENRY
LM 1 ENRY
FEENLVEVRY
LMHMLVEVRY
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VIIITTYITL IIYAIMCFEI TLAKFIIFYF VSIMSFIIIT IYIIMTIALI PIOOVAAVFA
SHLESLLCTI MVYRTHEYHM BVYKMENSLE SIEMSLEIEAN MSEMLMMALN PMIHMAVTLR
INTETILMGY WTYFTHEFER TFSKFVLYLV FMELTFTHET FYBMMANGLE PNQHLAAVIS
VEARSTINST WFYAMAAFEN BEVKFLEYLF FMYFSIMEET FYBMMTTAIN PEHNVASHIA
IFTMSAEFVI VIYRMEEFYA BFSKVENSLE AMEENLECEN MLANFEIEIN PHFMVAANLQ
NTINTGVETL MLYSHEEYDN TVVKFEMFYN YMLTCFVEET LYBMVENMALE PHYQIAGHCL
VEIETTYESL MIYSHVEFEN KESKFLEFIF INYFSFEEWT MYBMMTHELE PHQQVASHFA
VEIETVYESL EVYANVEFEN KHEKFEMFVF VSYFSFEEWT MYGBMVTHELE PHQQVASHFA
IFIMAAEFVT VTYRMEEFYP BEYKVENSLE SMEESLETEN MLANFEMEIN PHFMVAANLQ
TMABACINGY MVYGHEEYEN THSKFELNIF FTRISIHMEST MTRIMVIEVS PHQEIASHLN
NTIETGVETL MLYSHEECNE TMAKFLEFYN YMLTSFINET LYGMVEMALN PHYQIAGHCM
VEVBATVEGL EVYAMNGFEN THVKFENYLF FMYGSFETET FYBMMAMAME PEHHIASVVS
SHLASLLCT! MVYRMEEYHM BVYKMENSLE STEESLEIEN MCEMLMMALN PMIHMALTLR
SHFESIVEVI EVYRNVEYHE BVFKVENSFE SIEETLEIEN NFEMLENMVVE PEVHIAFTLR
SHFESTINVI EMVYRMVEYHE BVYKVENSFE SIEESLEIEAN MFEMUEMVVE PEVHIAFTLR
VEVEATTYNTL WEVYANVSFEN THAKFENFFF VNEFSFENET MYGBHVTHEVE PEHQVAANFA
IHLBAVLFLM ETYRAENFYN BEYKVENYFE SVEETLENEN MLGLLEMELE PHFOMAAEWA
IHLBAVLFLM ETYRAENFYN BEYKVENYFEN SVESTLENEN MLGLLEMELE PHFOMAAEWA
THVEALINGY WVYSHEGFEN THIKFEMYIF FMYFTLEMEMT FYBMVNMAIN PEHSIASLVS
LFABSVINVI VTYRMEEYSL BEYKIENSLE GMESTLECEAN MLEMLEIEVE PNAQVAIHNLC
VELBAFLFVA ITYRTHEYYN BESKVENYFN VTEETFENEV FLEMLEWEVME PSVEVASHLA
VELBAFLEVA ITYRTHEYYN BESKVENYFE VTEETFENEV FLEMLEMEIN PGIEIASHSA
LETEGILEVI ETYRMBEYSL BEVKIENSFE SVEEMLEFEN MLEMU_EMELE PHIQVASNLA
LHARSTINLT ETYRMEEYSS MEVKIENSFH SMEETLEFEN MOGMLEMELE PHIQVAANLA

GAIIGLFNII IGIVIIRI—— ——RIIKWIIW YIWIIPVAWI
BSHFSVLNER AGEVERKQ-—- -~KERKWHTW MEBLSPTEWV
BARNSLWNEL BGELVOKE-—- —LERVWEIW FENIEPVAWE
APEEMLWNEE BGEMERYK-- ——REBLWERW YHEWANPVAWN
BLEFTTFNIR AGELERKE— —QEEKWEVW FENITPTEWE
BFELSFWNER BGELERRE-—- —QERIWHRW YEWASPVAWN
BARNGIFNER BGEFERRE-—- ——KERKWEVW YEWIEPVAWN
BARNGIFNER HGEFERRE-- ——KERKWHIW YEWIEPVAWN
BLENVGFNER BGELERCT-- -—QVEGWEIW LENLTPTEWE
GVISTSWNVE BGHTHRRE-- -~RMHVWLRW FTHVEPGWWG
BFELSLWNEE BGHLEBRR-- —QEREIWERW YEWATPVAWN
BARNGIWNEE BGHLEERR-- ——SMEVWHEEW YEWLEPVAWNE
BTHFSMVNER AGRVMBKQ-—- —KERKWHIW MEBLSPTEWV
BSENATVNER AGYVMBEKRVS PLLPLFTKFV KFDSYYVKER KRNEERWHIW MEMLSPTEWV
BSHNATVNER AGYVMRKE-—- ——NERRWEIW MENLSPTEWV
ATENSLFNER BGEFERRE-- ——KERKWEVW YEWIEPVAWN



PDRs Aminoacid sequences BLAST

Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDRS

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDRI11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

AtPDR1

AtPDR2

AtPDR3

AtPDR4

AtPDRS

AtPDR6

AtPDR7

AtPDR8

AtPDR9 ABCG37
AtPDR10
AtPDR11
AtPDR12
AtPDR13
AtPDR14
AtPDR15
Potri.001G189500
Potri.002G188900
Potri.002G189100
Potri.006G248500
Potri.008G099000
Potri.010G153600
Potri.010G153700
Potri.010G153800
Potri.015G006000

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence

Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
Sequence
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13/13
BFENTLTNER BGYLVRER—- ——KMERWHAW GHwIEPIEWS
BFENTLTNER BGYLVRER—- ——KMERWHAW GHwIEP IEWS
BARNATWNER BGRIMBRT-—- ——RVRIWHRW YCWARPFEWE
BIAFTTMNFE AGH!VRKK—- ——RERVWEIW LENIEPTEWA
TAVETILNEE BGHLLRGK-—- -~KERKWHIW CHELEPTEWS
TAVHTILNEE BGELMBGK-- --NERKWHIW CHELEPTEWS
AFANTTLNFE BGHE!VEKR-—- —YHRKWEVW LN EPSEVE
BFSHTMLNFE BGEVVEKE-- ——HERKWELW LENTEPTEWA
1,690 1,700 1,710 1,720 1,730 1,740

VYIIIVIOIG DVEDTIKVPI —MANDPIIKW YIENHYIYDA IFMIPIITII VGITLFIIFM
BEGELSHOMG DVDKEMLVFE -——EKKRENSA EEENMEEYKH ESHAN

HOBVILHOLG DVESMENEP- —-LFHGHMKE HIEYHEEYKP NMIEMSHANN
BYBELVEONG DDERSVKLSD —GIHQVMEKQ LMEMVMEYKH MFEEMSHIMV VEECVFESLV
ENLFFSHONG DIHOKENAFE -—-ETKHWAS ENEMNEEFHH HREMITHI TN

BYB! ITHOVG DRDSIVHITE —-VGDMSLKT LEKNGEEFDY HFEPMMEVEH
IYEHITHONG DVETPHALLE -GAPGLENKQ YIKHQYBFES HYMEPMEGHE
VYRH1VECNG DVETREQVLE -GAPDLEMKQ YIENHYBFQS MFMEP
ENGF ISHOMG DIHEEENVFE ——-QSTHNAR HEKHMEEFHH HLEANTHVEQ

BYBETIAQNG DVETRLD-TH ————- EMMVE EVKNEYBYEY NFEWMMSLTH IHESMFEVFI
BYBEITHQVG DKDSMVHISE --1GDIDLKT LMKEGEEFEH HMFEPHMEVEH TEWILLELFV
BYBEIABQFG DITEPMADSN ——-——- MSHKQ RIREFYEYRE GFHGMMEANMN VIERLLEAVI

BEGBELSHONG DVEKEMTVFE -——EKKSHSA EHENNEEYKH HSH
ENGELTHONG DMEKEMLAFE ---EKKKKKK KKKKPEQNC-

Fill

B IHYRIIVATL

VGECALHEFSA

IBERIALETM
IAWILTHLFA
VGRTVFEEFI
IBRTVFEEFI
IHERIALESM

IMER! I VESL

ENGELTHOMG DMEKEMLAFE ———EKKKNMSA EHENNEEYRY HSHALNAVEE
VYRH1VECHG DVMDTHNVPE RAGADPHIKV YIQENEEYDP MFMEQNMEANE

BKEHELANONG DIEAEMTAYE ——-ERKSISS HERSHEEYKQ MDMEMMH!NE LARRVFEALA
BKEHELANONG DIEAEMTAYE -—-ERKSISS MERSHEEYKQ HDHEM B LARRVFEALA
BYBHIANOMG DLEDKLE-SD —-——- ENNKD EERNEEEFRH HFV BV VGMSVLEEFT

BEEVFTHONG DLDKEMSVFE ——-ETKNASA HIENNEEYRQ HFEGNNGLEE

INERILLESL
VGRTVFEEFL

ITIRIVIESL

INEFL THOMG
ENBFLTHONG
ENAML THONG
ENEVLTHONG

DIDKEMSIFE ———ELKHMSS HECHNYEFRH MHEE!MEANE ABERVAREFL
DIDKEMLIFE ———ELKHMSS EHCHNYEFRH MHEE!NMEANE ABERVARELL
DVNKEMSVFE ---ETMHNAD HVGHNEEFHH NFEGHMGVEE 11EE!ITHSL
DVDEEMSVFE ———EARALSD HIEMMEEFHH SFESHMGVEE VIERIVTHESL

IIFGIRTIII BOR. ...... .
BEFFMSKESE BKK. .. ...
BELSVKYEEE BRR. ... ...
BEFARKAFEE BRR. ... ...
YEFFVAKINE BKR. .. ... .
BEYGEKFENE BRR. . ..... ...
BEFCEKTENE BSR. . ..... ...
BEFCERTENE BTR. . ..... ..
BAFFVGKENE BRR. . .. ... ...
YEFSVKIMEE BKR. . ...
BEVGEKFEEE BRR. ... ... .
BEIGEKSFEE BKR. ... ... .
BAFEMSKENE BKK. . .. ...

BAFFHGKENR BKK. .. ... o e
BAFCHRTHNE WTR. .. ... ..
BATTHAKENR BKR. ... ... .
BATTHAKENR BKR. ... ... .
BAFSERTFER BRR. .. .. .. ..
BTYFHGKENE MRR. .. .... ... .
BAYCHGKSHE MRR. .. .... ... .
BAYCHGKSHE MRR. .. .... ... .
BAYFFGREME MRR. .. .... ...
BAYFHGRENE WRR. .. .... ...



