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AtS8H Sequence MGINFEDOTT LFNFVVREGN GVKGMIDSGL SSVPRPFVQP LSERIPTQKA LTCEATOPID
Potri.005G097900.1 Sequence  MAPSFLDGNS MENFVVRDGN GVKGMVDFGL SEVPEQYVQP PEERIDKLNA TAHDN-PPID
70 80 9 0 110120

AtS8H Sequence LSNLDGPOHK EVAKOIVEAA ETLGFFQVVN HGVSVELLEL LKSSAHEFFA QAPEEKSMYL
Potri.005G097900.1 Sequence  LSKLDGPDHD QIVEEIATAA ETLGFFQVMN HGVPVELLES LKDAANNFEG QPPEKKAVYR
130 140 1o 60 170 180

AtS8H Sequence KEVSPSKLVK YGTSFVPDKE KAIEWKDYVS MLYTNDSEAL QHWPQPCREV ALEFLNSSME
Potri.005G097900.1 Sequence  KGVSPSPSVR YGTSFVPDKE KALEWKDYIS MRYTTDAEAL EYWPQECKDV ALEYLRTSIK
190 200 210 220 220 240

AtS8H Sequence MVKNVVNILM ENVGVTLEEE KMNGLMGTKM VNMNYYPTCP SPELTVGVGR HSDMGMLTVL
Potri.005G097900.1 Sequence  MVRKVLEILI GKLGVTLDDS KIDGLIGLKL VNMNFYPTCP NPELTVGVGR HSDMGILTVL
““““ 20 260 270 280 200 300

AtS8H Sequence  LODGIGGLYV KLD-————— NGEWAEIPPV HGALVINIGD TLQILSNGKY KSAEHRVRTT
Potri.005G097900.1 Sequence  LQDDIGGLYV KMEEEMDGKR KGDWLEIPPV PGALVINVGD TLQILSNGRY KSAEHRVRTT
30 320 B 0 o 360

AtS8H Sequence NIGSRVSVPI FTAPNPSQKV GPLPEVVKRD GVARYKEFLF QDYMNNFFGQ PHDGKKSLDF

Potri.005G097900.1 Sequence  RTKSRVSIPI FTIPKPTERI GPLPQVVERD GVARYREFIF EEYMNNFFSN AHDGKKSLDF

AtS8H Sequence ARAE——
Potri.005G097900.1 Sequence AKNIWPA



