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MAPTLLTTQF SNPAEVTDFV VYKGNGVKGL SETGIKALPE QYIQPLEERL INKFVNETDE 
MAPTLAVSFN DSSD-ITDFV LNKGNGVKGL SEMGLESLPK QYIQPLEERM CGTKIMS-HE 
MAPTLAVSFN DSSD-ITDFF LNKGNGVKGL SEMGLESLPK QYIQPLEERM CGTKIMS-HE 
MAPTAAVLIN DSSDAITDFV LKQGNGVKGL SEMGLKNLPK QYIQPLEEII SDAKITP-QA 
MAPTLAVSFN DSSD-ITDFV LNKGNGVKGL SEMGLESLPK QYIQPLEERM CGTKIMS-HE 
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AIPVIDMSNP DEDRVAEAVC DAAEKWGFFQ VINHGVPLEV LDDVKAATHK FFNLPVEEKR 
SIPIIDMSKW DDPKVAEAIC EAAEKWGFFQ IINHGVPIEV LENVKEATHQ FFRLPAEEKR 
SIPIIDMSKW DDPKVAEAIC EAAEKWGFFQ IINHGVPIEV LENVKEATHQ FFRLPAEEKR 
SIPIIDVSKL DGPTVAEAVC RAAERWGFFQ IINHGVPIDV LENVKESTHR FFGLPAEEKR 
SIPIIDMSKW DDPKVAEAIC EAAEKWGFFQ IINHGVPIEV LENVKEATHQ FFRLPAEEKR 

130 140 150 160 170 180

KFTKENSLST TVRFGTSFSP LAEQALEWKD YLSLFFVSEA EAEQFWPDIC RNETLEYINK
KYLKEFSPSN NVRFGTSFSP EAEKALEWKD YLSLFYVSED EASALWPAVC KDQVLEYMKR
KYLKEFSPSN NVRFGTSFSP EAEKALEWKD YLSLFYVSED EASALWPAVC KDQVLEYMKR
KYLKELSPSN NVRFGTSFSP EAEKALEWKD YLSLFYVSED EASALWPSVC KDQVLDYMRR
KYLKEFSPSN NVRFGTSFSP EAEKALEWKD YLSLFYVSED EASALWPAVC KDQVLEYMKR
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SKKMVRRLLE YLGKNLNVKE LDETKESLFM GSIRVNLNYY PICPNP-DLT VGVGRHSDVS 
SETVIRKLLD VLMKNLNVTE IDETKESLLM GSKRTNLNYY PICPNP-ELT VGVGRHSDVS 
SETVIRKLLD VLMKNLNVTE IDETKESLLM GSKRTNLNYY PICPNPAELT VGVGRHSDVS 
SEIVIRRLLD VLMKNLKVTE IDETKESLLM GSKRINLNYY PICPNP-ELT VGIGRHSDVS 
SETVIRKLLD VLMKNLNVTE IDETKESLLM GSKRTNLNYY PICPNP-ELT VGVGRHSDVS 
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SLTILLQDQI GGLHVRSLAS GNWVHVPPVA GSFVINIGDA MQIMSNGLYK SVEHRVLANG
TLTFLLQDDI GGLYVRGNND -SWIHVPPVS CSIVINVGDA LQIMSNGRYK SIEHRVIANG
TLTFLLQDDI GGLYVRGNND -SWIHVPPR- -SIVINVGDA LQIMSNGRYK SIEHRVIANG
TLTVLLQDDV GGLYVRGDDD -YWIHVPPVN GSLVINVGDA LQIMSNGRYK SVEHCVMTDG
TLTFLLQDDI GGLYVRGNND -SWIHVPPVS GSIVINVGDA LQIMSNGRYK ----------
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YNNRISVPIF VNPKPESVIG PLPEVIANGE EPIYRDVLYS DYVKYFFRKA HDGKKTVDYA
SNNRISVPIF INPMPSDKIS PFPEVLAGGE KAVYKEVLYS DYVKHFFRKA HDGKKTIDLA
SNNRISVPIF INPMPSDKIS PFPEVLASGE KAVYKEVLYS DYVKHFFRKA HDGKKTIDLA
SKNRISIPIF INPRPSNKIS PFHEVLASGE KAAYKEVLYS DYVKHFFRKA HDGKKTIDFA
---------- ---------- ---------- ---------- ---------- -----SIDLA
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