
Spotted gar 

LG8★ 

CRY1 

TNNT4 

SYT10 

MYBPC1 

3.83 

3.37 

2.64 

4.05 

TNNT 

SYT3/6/9/10 

MYBPC 

CRY 

LG27 

TNNT3 

SYT9 

MYBPC3 

5.14 

8.89 

12.85 

PRL2 35.32 

SLC16A1 

BCAT1 

LRRC4 

SYT1 

ABCC9 

DRD4-RS 

KCNA1 

KCNA5 

LIN7A 

RAP1B 

KCNA6 

PAX4 

CALU 

PPFIA2 

5.0 

30.05 

6.09 

9.58 

10.63 

24.5 

24.58 

30.69 

9.41 

10.38 

26.75 

30.86 

37.36 

BCAT 

SYT1/2/5/8 

SLC1A2/9 

LRRC4 

ABCC8/9 

D2 

KCNA 

LIN7 

CALU 

PAX4/6/10 

PPFIA 

QSER/PRR12 

RAP1 

SYT8 

LRRC4C 

SLC1A2 

ABCC8 

DRD4 

PAX6 

QSER1 

RCN1 

PPFIA1 

5.25 

2.25 

3.17 

4.88 

5.33 

9.59 

9.38 

9.53 

11.09 

SHANK3 

TSPAN9 

PRMT8 

43.29 

44.47 

44.81 PRMT1/8 

SHANK 

TSPAN4/9 

SHANK2 11.16 

LG20 

YPEL1 YPEL 1.43 

SETD1B 7.06 

LG22 

YPEL2 0.36 

VEZF1 6.92 

SEDTD1 

MAZ 

SLC16A7 37.67 

CRY5 3.13 

GH N.D. 

0.36 

LG3 

CRY1B 

TNNT2 

SYT6 

MYBPH 

24.02 

23.56 

28.83 

32.90 

RAP1A 

KCNA2 

KCNA3 

KCNA10 

PPFIA4 29.56 

28.43 

29.15 

29.18 

29.1 

RCN3 

PAX10 

PRR12 

50.29 

50.27 

50.15 

CD53 36.85 TSPAN4L 50.25 

LG8★ 

GH 

LG15 

7.59. 

CRY4 33.01 

MYBPC2 

UNK33 

0.15 

TNNT5 

UNK2 

TSPAN4 

UNK755 

611 BP 

CRY2 

UNK27 

0.1 

BCAT2 0.25 

SYT5 0.40 

UNK23 

SLC16A3 

SLC16A5 27.58 

34.33 

LG10 

PRMT1 92 BP 

UNK445 

SLC1A9 0.29 

PRL 

SLC16A1 26.98 

SLC16A8 

LG12 

34.97 

SLC16A7L 

LG5 

unnamed 

LG23 

23.15 

3.8 

Medaka 

6D0/D1 7D2 3D1 

SYT9a 

MYBPC3 

SYT6a 

MYBPHa 

21.70 

16.62 13.43 

24.49 

TNNT5a 8.23 

CRY1Ab 

LRRC4Ab 14.89 

26.31 

LRRC4Ca 

SLC1A2a 

6.98 

6.70 

KCNA1a 

KCNA6a 

CALUb 

8.31 

14.37 

8.32 

DRD4b 

PAX6b 

QSER1 

RCN1 

KCNA10a 

2.25 

22.09 

22.00 

22.06 

13.71 

23D0 

SYT10 

MYBPC1 

20.15 

17.44 

TNNT5b 5.77 

CRY1Aa 

LRRC4Aa 

ABCC9 21.65 

16.23 

20.21 

PAX4 16.16 

TNNT4 20.2 TNNT3a 1.07 

CRY2 22.49 

CRY5 25.68 

LRRC4Cb 17.65 

SLC1A2b 18.09 

PAX6a 1.44 

KCNA4 8.39 

KCNA1b 

KCNA6b 

0.18 

0.22 

ultracontig279 

SYT9b 18.57 

5D2 

MYBPHb 13.22 

TNNT2b 11.69 

KCNA10b 11.80 

8D3 

TNNT1a 23.45 

BCAT2 3.09 

SLC1A9 3.12 

SYT3 

RCN3 

PRR12b 

MYBPC2a 

KCNA7b 3.11 

3.42 

25.31 

25.41 

3.27 

19D3 

TNNT1b 7.13 

PRR12a 

MYBPC2b 

KCNA7a 7.27 

7.08 

7.39 

LRRC4Ba 3.35 LRRC4Bb 7.37 

TNNT 

SYT3/6/9/10 

MYBPC 

CRY 

BCAT 

SLC1A2/9 

LRRC4 

ABCC8/9 

D2 

KCNA 

CALU 

PAX4/6/10 

QSER/PRR12 

SYT1b 14.07 

SYT8 0.54 

PPFIA1 0.63 

SHANK3a 

TSPAN9a 

PRMT8b 

15.27 

23.35 

25.02 

GH 0.05 

SYT1a 19.97 

PRL2 10.92 

LIN7A 

PPFIA2 

19.54 

19.45 

SHANK3b 

TSPAN9b 

PRMT8a 

23.87 

20.76 

15.78 

SLC16A7 1.15 

LIN7C 16.39 

RAP1Ab 10.04 

PPFIA4 29.22 

SLC16A7La SLC16A7Lb 20.88 15.18 

SYT2a SYT2b 20.59 13.25 SYT5a 

LIN7B 

23.44 

25.04 

PRL 23.67 

PRMT1 

PPFIA3b 3.15 

25.05 

TSPAN4L 25.36 

SHANK1b 8.36 

SYT5b 7.14 

PPFIA3a 7.28 

SLC16A5 17.89 SLC16A3b 25.21 

scaffold_697 

SLC16A1 

SYT1/2/5/8 

LIN7 

PPFIA 

RAP1 

PRMT1/8 

SHANK 

TSPAN4/9 

GH 

KCNA2b 13.73 KCNA2a 11.83 

KCNA3b 13.76 

12 

SETD1Ba 13.38 

13 

YPEL2a 21.83 

VEZF1b 6.92 

9 

18.61 

0.07 YPEL1 

scaffold2227 

17.86 VEZF1a 

14 SETD1A 1.72 

MAZa 0.32 

YPEL3 15.63 YPEL 

SEDTD1 

MAZ MAZb 6.61 

RAP1B 23.98 RAP1Aa 22.21 

SHANK1a 3.52 SHANK2a 0.71 

TNNT3b 0.17 

scaffold400 

DRD4-RS 

scaffold1365 

3.23 KB 

CRY1Ba 

ultracontig88 

0.65 

SLC16A1a SLC16A1b 26.46 11.98 

unnamed unnamed 24.44 3.98 

SETD1Bb 


