Suppl. Table S2. Genetic linkage between PTPN22 c.1858C>T alleles with other PTPN22 SNPs tested in this study, and the risk differences in the frequency of 1858CC vs. 1858CT/TT genotypes in LADA and T1DM patients stratified according to other diabetes-associated polymorphic loci. This analysis included the data on PTPN22 alleles, which were generated in course of this study, as well as the data generated about other alleles, which were retrieved by us previously [22-27]
	Disease
	LADA
	
	
	T1DM
	

	Genotype

Allele
	1858CC
	1858CT
	
	Risk difference in the frequency of genotypes (95% CI; p) 1858CC vs CT/TT
	1858CC
	1858CT
	1858TT
	Risk difference in the frequency of genotypes (95% CI; p) 1858CC vs CT/TT

	PTPN22
	
	
	
	
	
	
	
	

	1123G
	145
	39
	
	0.54 (0.39-0.75; <0.001)
	211
	51
	0
	0.45 (0.36-0.55, <0.001)

	1123C
	17
	11
	
	
	27
	59
	8
	

	788G
	181
	3
	
	0.23 (0.07-0.80, =0.02)
	230
	104
	8
	0.02 (-0.03-0.06, n.s.)

	788A
	26
	2
	
	
	8
	6
	0
	

	1970-852T
	111
	73
	
	1.59 (1.17-2.16, =0.003)
	166
	45
	1
	0.31 (0.20-0.41, <0.001)

	1970-852C
	21
	7
	
	
	72
	65
	7
	

	DQB1
	
	
	
	
	
	
	
	

	Serotype 02
	54
	22
	
	-0.05 (-0.16-0.06, n.s.)
	62
	26
	2
	0.03 (-0.07-0.12, n.s.)

	Serotype 03
	79
	26
	
	0.00 (-0.12-0.13, n.s.)
	95
	45
	4
	-0.01 (-0.13-0.10, n.s.)

	Serotype 04
	7
	1
	
	
	4
	2
	0
	

	Serotype 05
	41
	13
	
	-0.00 (-0.10-0.09, n.s.)
	36
	15
	1
	0.02 (-0.06-0.09, n.s.)

	Serotype 06
	49
	14
	
	0.02 (-0.08-0.12, n.s.)
	14
	7
	1
	-0.01 (-0.06-0.05, n.s.)

	DRB1
	
	
	
	
	
	
	
	

	Serotype 01
	14
	3
	
	0.03 (-0.05-0.13, n.s.)
	23
	9
	0
	0.03 (-0.05-0.11, n.s.)

	Serotype 03
	16
	5
	
	0.01 (-0.10-0.11, n.s.)
	43
	20
	1
	0.01 (-0.10-0.12, n.s.)

	Serotype 04
	21
	6
	
	0.02 (-0.10-0.14, n.s.)
	78
	39
	6
	-0.06 (-0.18-0.07, n.s.)

	Serotype 07
	17
	6
	
	-0.01 (-0.13-0.11, n.s.)
	9
	5
	0
	

	Serotype 08
	8
	2
	
	
	4
	3
	0
	

	Serotype 09
	1
	0
	
	
	1
	1
	0
	

	Serotype 10
	1
	1
	
	
	1
	1
	0
	

	Serotype 11
	23
	7
	
	0.01 (-0.11-0.14, n.s.)
	5
	0
	0
	

	Serotype 12
	0
	2
	
	
	2
	1
	0
	

	Serotype 13
	11
	6
	
	-0.05 (-0.17-0.06, n.s.)
	6
	2
	1
	

	Serotype 14
	9
	2
	
	
	1
	0
	0
	

	Serotype 15
	12
	4
	
	-0.00 (-0.10-0.10, n.s.)
	1
	2
	0
	

	Serotype 16
	1
	0
	
	
	6
	0
	0
	

	MIC-A
	
	
	
	
	
	
	
	

	A4
	7
	1
	
	
	24
	12
	0
	-0.01 (-0.09-0.08, n.s.)

	A5
	10
	0
	
	
	27
	12
	2
	-0.01 (-0.10-0.08, n.s.)

	A5.1
	18
	6
	
	-0.45 (-0.77--0.13, 0.01)
	80
	34
	1
	0.04 (-0.09-0.16, n.s.)

	A6
	9
	0
	
	
	37
	9
	0
	0.09 (0.01-0.18, 0.04)

	A9
	16
	1
	
	0.14 (-0.01-0.40, n.s.)
	24
	21
	1
	-0.11 (-0.21--0.02, 0.01)

	INS
	
	
	
	
	
	
	
	

	–23HphI AA
	11
	2
	
	-0.15 (-0.54-0.24, n.s.)
	60
	31
	2
	0.00 (-0.13-0.13, n.s.)

	–23HphI AT
	15
	0
	
	
	19
	8
	1
	0.02 (-0.06-0.10, n.s.)

	–23HphI TT
	4
	1
	
	
	1
	2
	0
	

	IL18 
	
	
	
	
	
	
	
	

	137CC
	1
	1
	
	
	0
	0
	0
	

	137CG
	12
	4
	
	-0.20 (-0.52-0.12, n.s.)
	3
	3
	0
	

	137GG
	17
	0
	
	
	8
	2
	0
	

	607AA
	1
	1
	
	
	0
	0
	0
	

	607AC
	19
	4
	
	-0.08 (-0.41-0.24, n.s.)
	5
	3
	0
	

	607CC
	10
	0
	
	
	6
	2
	0
	

	NFKBIA
	
	
	
	
	
	
	
	

	*126AA
	
	
	
	
	15
	5
	0
	0.03 (-0.03-0.09, n.s.)

	*126AG
	
	
	
	
	48
	25
	3
	-0.02 (-0.13-0.08, n.s.)

	*126GG
	
	
	
	
	32
	17
	1
	-0.01 (-0.10-0.08, n.s.)
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