[bookmark: _GoBack]Supplementary Table 1. Significantly enriched pathways of differentially expressed genes in GO-h−PEG−NH2-treated hCorECs compared to untreated hCorECs.

	
	Significantly enriched pathway
	Differentially expressed genes
	P value

	1
	Ribosome
	[bookmark: gene1]6218_RPS17, 6189_RPS3A, 6205_RPS11, 6235_RPS29, 6173_RPL36A, 6232_RPS27, 6202_RPS8, 6152_RPL24, 6170_RPL39, 6233_RPS27A, 200916_RPL22L1, 6206_RPS12, 6210_RPS15A, 6217_RPS16, 6166_RPL36AL, 101928663_LOC101928663, 51121_RPL26L1, 6133_RPL9, 51187_RSL24D1, 6139_RPL17, 6154_RPL26, 6161_RPL32, 28998_MRPL13, 6224_RPS20, 6207_RPS13, 101243545_LOC101243545, 6155_RPL27, 6227_RPS21, 202020_TAPT1-AS1, 6165_RPL35A, 6144_RPL21, 6230_RPS25, 6160_RPL31, 6229_RPS24, 6169_RPL38, 6223_RPS19, 57092_PCNP, 387882_C12orf75, 6156_RPL30, 11224_RPL35, 6164_RPL34, 6147_RPL23A, 6201_RPS7, 9349_RPL23, 6208_RPS14, 64968_MRPS6, 6167_RPL37, 6168_RPL37A, 6222_RPS18
	2.912085e-31

	2
	Oxidative phosphorylation
	[bookmark: gene2]100533975_SLMO2-ATP5E, 4712_NDUFB6, 1345_COX6C, 4701_NDUFA7, 1350_COX7C, 4694_NDUFA1, 7381_UQCRB, 4717_NDUFC1, 4707_NDUFB1, 4697_NDUFA4, 521_ATP5I, 4724_NDUFS4, 1347_COX7A2, 1953_MEGF6, 27089_UQCRQ, 4709_NDUFB3, 1349_COX7B, 10063_COX17, 7388_UQCRH, 4715_NDUFB9, 10632_ATP5L, 91179_SCARF2, 514_ATP5E
	1.985486e-12

	3
	Metabolic pathways
	[bookmark: gene3]91373_UAP1L1, 51109_RDH11, 39_ACAT2, 100533975_SLMO2-ATP5E, 4597_MVD, 4712_NDUFB6, 1345_COX6C, 5730_PTGDS, 55902_ACSS2, 4701_NDUFA7, 875_CBS, 1350_COX7C, 4694_NDUFA1, 326625_MMAB, 3294_HSD17B2, 10797_MTHFD2, 10682_EBP, 7083_TK1, 7381_UQCRB, 50487_PLA2G3, 6307_MSMO1, 440_ASNS, 4717_NDUFC1, 284618_RUSC1-AS1, 5226_PGD, 6484_ST3GAL4, 6303_SAT1, 2687_GGT5, 64131_XYLT1, 5106_PCK2, 26227_PHGDH, 7108_TM7SF2, 51478_HSD17B7, 4707_NDUFB1, 5806_PTX3, 2222_FDFT1, 4697_NDUFA4, 521_ATP5I, 3156_HMGCR, 6241_RRM2, 6309_SC5D, 29968_PSAT1, 1491_CTH, 4724_NDUFS4, 6472_SHMT2, 2194_FASN, 316_AOX1, 1953_MEGF6, 1593_CYP27A1, 221_ALDH3B1, 80339_PNPLA3, 5743_PTGS2, 117248_GALNT15, 6713_SQLE, 79623_GALNT14, 27089_UQCRQ, 55853_IDI2-AS1, 4709_NDUFB3, 27147_DENND2A, 3157_HMGCS1, 4953_ODC1, 1718_DHCR24, 2224_FDPS, 79006_METRN, 4598_MVK, 54480_CHPF2, 1349_COX7B, 10063_COX17, 196051_PLPP4, 83849_SYT15, 1152_CKB, 100_ADA, 7388_UQCRH, 4715_NDUFB9, 23175_LPIN1, 57134_MAN1C1, 10632_ATP5L, 3422_IDI1, 91179_SCARF2, 1717_DHCR7, 3417_IDH1, 514_ATP5E, 47_ACLY, 6448_SGSH, 401562_LCNL1
	1.923534e-10

	4
	Alzheimer's disease
	[bookmark: gene4]100533975_SLMO2-ATP5E, 100616400_MIR3198-2, 4712_NDUFB6, 1345_COX6C, 4701_NDUFA7, 1350_COX7C, 4694_NDUFA1, 7162_TPBG, 7381_UQCRB, 4717_NDUFC1, 1284_COL4A2, 4707_NDUFB1, 100874203_COL4A2-AS1, 4697_NDUFA4, 4724_NDUFS4, 1347_COX7A2, 341_APOC1, 84627_ZNF469, 27089_UQCRQ, 4709_NDUFB3, 1349_COX7B, 7388_UQCRH, 4715_NDUFB9, 1282_COL4A1, 514_ATP5E
	1.344955e-08

	5
	Steroid biosynthesis
	[bookmark: gene5]10682_EBP, 6307_MSMO1, 7108_TM7SF2, 51478_HSD17B7, 2222_FDFT1, 6309_SC5D, 6713_SQLE, 1718_DHCR24, 1717_DHCR7
	1.461683e-08

	6
	Parkinson's disease
	[bookmark: gene6]100533975_SLMO2-ATP5E, 4712_NDUFB6, 1345_COX6C, 4701_NDUFA7, 1350_COX7C, 4694_NDUFA1, 7381_UQCRB, 4717_NDUFC1, 4707_NDUFB1, 4697_NDUFA4, 4724_NDUFS4, 1347_COX7A2, 27089_UQCRQ, 4709_NDUFB3, 1349_COX7B, 7388_UQCRH, 4715_NDUFB9, 514_ATP5E
	7.017472e-08

	7
	Terpenoid backbone biosynthesis
	[bookmark: gene7]39_ACAT2, 4597_MVD, 284618_RUSC1-AS1, 3156_HMGCR, 55853_IDI2-AS1, 3157_HMGCS1, 2224_FDPS, 4598_MVK, 3422_IDI1
	1.280945e-07

	8
	Non-alcoholic fatty liver disease (NAFLD)
	[bookmark: gene8]468_ATF4, 100616400_MIR3198-2, 4712_NDUFB6, 1345_COX6C, 4701_NDUFA7, 1350_COX7C, 4694_NDUFA1, 7381_UQCRB, 4717_NDUFC1, 1649_DDIT3, 4707_NDUFB1, 4697_NDUFA4, 4724_NDUFS4, 1347_COX7A2, 27089_UQCRQ, 4709_NDUFB3, 1349_COX7B, 7388_UQCRH, 4715_NDUFB9
	6.97804e-07

	9
	ECM-receptor interaction
	[bookmark: gene9]1311_COMP, 7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 3679_ITGA7, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 3676_ITGA4, 7043_TGFB3, 375790_AGRN, 3911_LAMA5
	2.401976e-06

	10
	Leishmaniasis
	[bookmark: gene10]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 10631_POSTN, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 3676_ITGA4, 5743_PTGS2, 7043_TGFB3, 2353_FOS
	6.038769e-05

	11
	Focal adhesion
	[bookmark: gene11]1311_COMP, 7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 9564_BCAR1, 84168_ANTXR1, 3679_ITGA7, 51162_EGFL7, 2318_FLNC, 25759_SHC2, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 3676_ITGA4, 55679_LIMS2, 7043_TGFB3, 103910_MYL12B, 3911_LAMA5, 4638_MYLK
	0.0001777372

	12
	Arrhythmogenic right ventricular cardiomyopathy (ARVC)
	[bookmark: gene12]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 3679_ITGA7, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 3676_ITGA4, 7043_TGFB3, 6444_SGCD
	0.0003823346

	13
	Pertussis
	[bookmark: gene13]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 10631_POSTN, 51162_EGFL7, 114769_CARD16, 401944_LDLRAD2, 3675_ITGA3, 7043_TGFB3, 715_C1R, 2353_FOS
	0.0004998207

	14
	Small cell lung cancer
	[bookmark: gene14]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 5743_PTGS2, 7043_TGFB3, 3911_LAMA5
	0.0008847067

	15
	Hypertrophic cardiomyopathy (HCM)
	[bookmark: gene15]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 3679_ITGA7, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 3676_ITGA4, 7043_TGFB3, 6444_SGCD
	0.001329555

	16
	Regulation of actin cytoskeleton
	[bookmark: gene16]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 9564_BCAR1, 27132_CPNE7, 84168_ANTXR1, 10631_POSTN, 3679_ITGA7, 51162_EGFL7, 3985_LIMK2, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 79778_MICALL2, 3676_ITGA4, 7114_TMSB4X, 55679_LIMS2, 7043_TGFB3, 103910_MYL12B, 4638_MYLK
	0.001711399

	17
	Dilated cardiomyopathy
	[bookmark: gene17]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 3679_ITGA7, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 3676_ITGA4, 7043_TGFB3, 6444_SGCD
	0.001853317

	18
	PPAR signaling pathway
	[bookmark: gene18]5106_PCK2, 27295_PDLIM3, 1622_DBI, 9415_FADS2, 51129_ANGPTL4, 1593_CYP27A1, 3157_HMGCS1, 6319_SCD, 2170_FABP3
	0.001861192

	19
	Huntington's disease
	[bookmark: gene19]100533975_SLMO2-ATP5E, 4712_NDUFB6, 1345_COX6C, 4701_NDUFA7, 1350_COX7C, 4694_NDUFA1, 7381_UQCRB, 4717_NDUFC1, 4707_NDUFB1, 4697_NDUFA4, 4724_NDUFS4, 90993_CREB3L1, 1347_COX7A2, 6648_SOD2, 27089_UQCRQ, 4709_NDUFB3, 1349_COX7B, 7388_UQCRH, 4715_NDUFB9, 514_ATP5E
	0.00216122

	20
	Toxoplasmosis
	[bookmark: gene20]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 7043_TGFB3, 3911_LAMA5, 3312_HSPA8, 3949_LDLR
	0.002163996

	21
	Cell adhesion molecules (CAMs)
	[bookmark: gene21]100131825_CADM3-AS1, 7040_TGFB1, 6405_SEMA3F, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 10631_POSTN, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 3676_ITGA4, 57228_SMAGP, 10371_SEMA3A, 5792_PTPRF, 7043_TGFB3, 57863_CADM3, 375790_AGRN
	0.002329584

	22
	Axon guidance
	[bookmark: gene22]7040_TGFB1, 6405_SEMA3F, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 51162_EGFL7, 3985_LIMK2, 401944_LDLRAD2, 3675_ITGA3, 1400_CRMP1, 10371_SEMA3A, 6461_SHB, 7043_TGFB3
	0.002534637

	23
	Leukocyte transendothelial migration
	[bookmark: gene23]7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 9564_BCAR1, 84168_ANTXR1, 10631_POSTN, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 3676_ITGA4, 55679_LIMS2, 7043_TGFB3, 103910_MYL12B
	0.00288194

	24
	Prion diseases
	[bookmark: gene24]730_C7, 5621_PRNP, 25992_SNED1, 375790_AGRN, 4854_NOTCH3, 10417_SPON2, 3312_HSPA8
	0.003156431

	25
	PI3K-Akt signaling pathway
	[bookmark: gene25]468_ATF4, 1311_COMP, 7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 1978_EIF4EBP1, 26011_TENM4, 3371_TNC, 7412_VCAM1, 27132_CPNE7, 84168_ANTXR1, 3679_ITGA7, 5106_PCK2, 51162_EGFL7, 401944_LDLRAD2, 3675_ITGA3, 8515_ITGA10, 4803_NGF, 90993_CREB3L1, 3676_ITGA4, 3566_IL4R, 7043_TGFB3, 3911_LAMA5
	0.003688996

	26
	Fatty acid metabolism
	[bookmark: gene26]39_ACAT2, 79071_ELOVL6, 9415_FADS2, 3992_FADS1, 2194_FASN, 6319_SCD
	0.004232765

	27
	Bacterial invasion of epithelial cells
	7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 9564_BCAR1, 84168_ANTXR1, 51162_EGFL7, 25759_SHC2, 401944_LDLRAD2, 3675_ITGA3, 55679_LIMS2, 7043_TGFB3
	0.00526609

	28
	Biosynthesis of unsaturated fatty acids
	79071_ELOVL6, 9415_FADS2, 3992_FADS1, 6319_SCD
	0.007679339

	29
	Phagosome
	1311_COMP, 7040_TGFB1, 4059_BCAM, 3339_HSPG2, 3958_LGALS3, 26011_TENM4, 3371_TNC, 7412_VCAM1, 84168_ANTXR1, 10631_POSTN, 51162_EGFL7, 347733_TUBB2B, 401944_LDLRAD2, 3675_ITGA3, 23480_SEC61G, 7043_TGFB3, 715_C1R
	0.007743007

	30
	Glycine, serine and threonine metabolism
	875_CBS, 26227_PHGDH, 29968_PSAT1, 1491_CTH, 6472_SHMT2
	0.008359759

	31
	Aminoacyl-tRNA biosynthesis
	7453_WARS, 2617_GARS, 6301_SARS, 3376_IARS, 4141_MARS
	0.009065715



