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TABLE S1

Escherichia coli and Candida glabrata strains used in this study

	E. coli strains
	Genotype
	Reference

	DH10B
	F- mcrA ∆(mrr-hsdRMS-mcrBC) f80dlacZ∆M15 ∆lacX74 deoR recA1 endA1 araD139∆(ara,leu)7697 galU galK l- rpsL nupG
	(Calvin and Hanawalt 1988) 

	


	Candida glabrata strains

	Strain
	Parent
	Genotype
	Reference

	BG2
	
	Clinical isolate 
	(Fidel et al. 1996)

	BG14
	BG2 
	ura3∆::Tn903 G418R
	(Cormack et al. 1999)

	
	
	
	

	Sil2126-URA3 integration at different genomic loci

	CGM397
	BG14
	ura3∆::Tn903 G418R 

pAP430-SpeI integrated between ISC1 and HYR1
	(Rosas-Hernández et al. 2008)

	CGM399
	BG14
	ura3∆::Tn903 G418R 

pAP509-SpeI integrated between ISC1 and HYR1
	(Rosas-Hernández et al. 2008)

	CGM1414
	BG14
	ura3∆::Tn903 G418R 

pAJ51-BstXI integrated at -26 kb of telomere C-L
	(Juárez-Reyes et al. 2012)

	CGM1417
	BG14
	ura3∆::Tn903 G418R 

pAJ53-BstXI integrated at -23 kb of telomere I-L
	(Juárez-Reyes et al. 2012)

	CGM1421
	BG14


	ura3∆::Tn903 G418R 

pAJ55-MfeI integrated at -19 kb of telomere K-R
	(Juárez-Reyes et al. 2012)

	
	
	
	

	Sil2126-URA3 at -31.9 kb from the telomere in the absence of the NE

	CGM685
	BG14
	ura3∆::Tn903 G418R   
sil∆::(PPGK1::hph::3’UTRHIS3::FRT)

(pAJ25-BcgI)
	(Juárez-Reyes et al. 2012)

	CGM742
	CGM685
	ura3∆::Tn903 G418R   
sil∆::FRT
	(Juárez-Reyes et al. 2012)

	CGM817
	CGM742
	ura3∆::Tn903 G418R   sil∆

pAP430/SpeI integrated between ISC1 and HYR1
	(Juárez-Reyes et al. 2012)

	CGM2476
	BG14
	ura3∆::Tn903 G418R 

ne∆::NAT

(pLF11-BsgI)
	This work

	CGM2502
	CGM742
	ura3∆::Tn903 G418R sil∆
ne∆::NAT

(pLF11-BsgI)
	This work

	CGM2575
	CGM2476
	ura3∆::Tn903 G418R 

ne∆::FRT
	This work

	CGM2590
	CGM2502
	ura3∆::Tn903 G418R sil∆  

ne∆::FRT
	This work

	CGM2592
	CGM2575
	ura3∆::Tn903 G418R ne∆::FRT

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM2594
	CGM2575
	ura3∆::Tn903 G418R ne∆::FRT

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM2596
	CGM2590
	ura3∆::Tn903 G418R sil∆  ne∆

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM2598
	CGM2590
	ura3∆::Tn903 G418R sil∆  ne∆

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	
	
	
	

	Sil2126-URA3 at -31.9 kb from the telomere in intergenic regions replacements

	CGM3223
	BG14
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatR
	This work

	CGM3225
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatR
	This work

	CGM3248
	CGM3223
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS
	This work

	CGM3263
	CGM3248
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3265
	CGM3248
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3267
	CGM3225
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS
	This work

	CGM3413
	CGM3267
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3415
	CGM3267
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3445
	BG14
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatR
	This work

	CGM3448
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatR
	This work

	CGM3449
	CGM3248
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatR
	This work

	CGM3452
	CGM3267
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatR
	This work

	CGM3478
	CGM3445
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS
	This work

	CGM3480
	CGM3448
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS
	This work

	CGM3482
	CGM3449
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS
	This work

	CGM3484
	CGM3452
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS
	This work

	CGM3514
	CGM3478
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-Spe I integrated between ISC1 and HYR1
	This work

	CGM3516
	CGM3478
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3518
	CGM3480
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3520
	CGM3480
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3522
	CGM3482
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3524
	CGM3482
	ura3∆::Tn903 G418R 
EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3526
	CGM3484
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3528
	CGM3484
	ura3∆::Tn903 G418R  sil∆::FRT

EPA1-EPA2 intergenic replacement::pLF60/BsgI NatS

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	
	
	
	

	Deletion analysis of Sil2126-URA3 reporter system at -31.9 kb in the absence of Sil2126 in its original position sil∆

	CGM3554
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3557
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

pAP571-SpeI integrated between ISC1 and HYR1
	This work

	CGM3559
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

pAJ7-SpeI integrated between ISC1 and HYR1
	This work

	CGM3561
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

pAJ33-SpeI integrated between ISC1 and HYR1
	This work

	CGM3563
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

pAJ59-SpeI integrated between ISC1 and HYR1
	This work

	
	
	
	

	RAP1-Flag in its native position for ChIP assay 

	CGM2415
	BG14
	ura3∆::Tn903 G418R RAP1-Flag::NAT

(pCI24-BsgI/SalI)
	This work

	CGM2879
	CGM2415
	ura3∆::Tn903 G418R RAP1-Flag::NAT

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3111
	CGM2415
	ura3∆::Tn903 G418R RAP1-Flag
	This work

	CGM3153
	CGM3111
	ura3∆::Tn903 G418R RAP1-Flag

sil∆::hph

(pAJ25-BcgI)
	This work

	CGM3170
	CGM3153
	ura3∆::Tn903 G418R RAP1-Flag

sil∆::FRT
	This work

	CGM3228
	CGM3170
	ura3∆::Tn903 G418R RAP1-Flag  sil∆::FRT

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3230
	CGM3170
	ura3∆::Tn903 G418R RAP1-Flag  sil∆::FRT

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3234
	CGM3170
	ura3∆::Tn903 G418R RAP1-Flag  sil∆::FRT

pAP571-SpeI integrated between ISC1 and HYR1
	This work

	CGM3602
	CGM3518
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1

RAP1-Flag::NAT (pCI24-BsgI/SalI)
	This work

	CGM3650
	CGM3514
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1

RAP1-Flag::NAT (pCI24-BsgI/SalI)
	This work

	CGM3652
	CGM3478
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

RAP1-Flag::NAT (pCI24-BsgI/SalI)
	This work

	CGM3654
	CGM3480
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

RAP1-Flag::NAT (pCI24-BsgI/SalI)
	This work

	
	
	
	

	Myc-ABF1 plasmid containing strains for ChIP assay

	CGM3431
	CGM817
	ura3∆::Tn903 G418R   sil∆

pAP430/SpeI integrated between ISC1 and HYR1

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3453
	BG14
	ura3∆::Tn903 G418R

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3534
	BG14
	ura3∆::Tn903 G418R

Replicative plasmid pGH3 (PMT1-Myc)
	This work

	CGM3564
	CGM3554
	ura3∆::Tn903 G418R  sil∆::FRT

pAP509-SpeI integrated between ISC1 and HYR1

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3566
	CGM3557
	ura3∆::Tn903 G418R  sil∆::FRT

pAP571-SpeI integrated between ISC1 and HYR1

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3596
	CGM742
	ura3∆::Tn903 G418R sil∆::FRT

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3598
	CGM3514
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3600
	CGM3518
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS

pAP430-SpeI integrated between ISC1 and HYR1

Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3655
	CGM397
	ura3∆::Tn903 G418R 

pAP430-SpeI integrated between ISC1 and HYR1
Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3657
	CGM3478
	ura3∆::Tn903 G418R 
EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS
Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	CGM3659
	CGM3480
	ura3∆::Tn903 G418R  sil∆::FRT

EPA2-EPA3 intergenic replacement::pLF70/BsgI NatS
Replicative plasmid pGH8 (PMT1-Myc-ABF1)
	This work

	
	
	
	

	SIR3-Flag in its native position for ChIP assay

	CGM1107
	CGM957
	ura3∆::Tn903 G418R  SIR3-Flag 
	Lab Collection

	CGM3717
	CGM1107
	ura3∆::Tn903 G418R  SIR3-Flag

sil∆::hph

(pAJ25-BcgI)
	This work

	CGM3725
	CGM3717
	ura3∆::Tn903 G418R  SIR3-Flag

sil∆::FRT
	This work

	CGM3735
	CGM3725
	ura3∆::Tn903 G418R  SIR3-Flag   sil∆::FRT
pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3737
	CGM3725
	ura3∆::Tn903 G418R  SIR3-Flag   sil∆::FRT
pAP509-SpeI integrated between ISC1 and HYR1
	This work

	
	
	
	

	3C assay

	BG592
	BG14
	ura3∆::Tn903 G418R  rap1-21
	(De las Peñas et al. 2003)

	BG676
	BG14
	ura3∆::Tn903 G418R  sir3∆
	(De las Peñas et al. 2003)

	CGM817
	CGM742
	ura3∆::Tn903 G418R   sil∆::FRT

pAP430/SpeI integrated between ISC1 and HYR1
	(Juárez-Reyes et al. 2012)

	CGM3559
	CGM742
	ura3∆::Tn903 G418R  sil∆::FRT

pAJ7-SpeI integrated between ISC1 and HYR1
	This work

	CGM3715
	BG592
	ura3∆::Tn903 G418R  rap1-21

sil∆::hph

(pAJ25-BcgI)
	This work

	CGM3721
	BG676
	ura3∆::Tn903 G418R  sir3∆

sil∆::hph

(pAJ25-BcgI)
	This work

	CGM3723
	CGM3715
	ura3∆::Tn903 G418R  rap1-21

sil∆::FRT
	This work

	CGM3727
	CGM3721
	ura3∆::Tn903 G418R  sir3∆

sil∆::FRT
	This work

	CGM3732
	CGM3723
	ura3∆::Tn903 G418R  rap1-21 sil∆::FRT

pAP430/SpeI integrated between ISC1 and HYR1
	This work

	CGM3739
	CGM3727
	ura3∆::Tn903 G418R  sir3∆  sil∆::FRT

pAP430/SpeI integrated between ISC1 and HYR1
	This work

	
	
	
	

	abf1-43

	CGM3068
	BG14
	abf1-43::NAT (pCI32/BsgI)
	This work

	CGM3113
	CGM3068
	abf1-43::FRT
	This work

	
	
	
	

	EPA1 promoter activity assays. EPA1-P::GFP transcriptional fusion at its native locus

	BG198
	BG14
	ura3∆::Tn903 G418R epa1∆::GFP under the control of the EPA1 promoter 
	(De las Peñas et al. 2003)

	BG201
	BG14
	ura3∆::Tn903 G418R epa1∆::GFP pYIplac211 integrated 300bp from TAA of EPA1. GFP under the control of the EPA1 promoter
	(Gallegos-García et al. 2012)

	CGM514
	BG14
	ura3Δ::Tn903 G418R
cta1Δ pMC14 (pGFP::3′UTRCTA1) Ura+
	(Juárez-Cepeda et al. 2015)

	CGM3701
	BG198
	ura3∆::Tn903 G418R epa1∆::GFP under the control of the EPA1 promoter

sil∆::hph (pAJ25-BcgI)
	This work

	CGM3703
	CGM3701
	ura3∆::Tn903 G418R epa1∆::GFP under the control of the EPA1 promoter

sil∆::FRT
	This work

	CGM3705
	CGM3703
	ura3∆::Tn903 G418R epa1∆::GFP under the control of the EPA1 promoter. sil∆::FRT

pAP430-SpeI integrated between ISC1 and HYR1
	This work

	CGM3707
	CGM3703
	ura3∆::Tn903 G418R epa1∆::GFP under the control of the EPA1 promoter. sil∆::FRT

pAP509-SpeI integrated between ISC1 and HYR1
	This work

	CGM3709
	CGM3703
	ura3∆::Tn903 G418R epa1∆::GFP under the control of the EPA1 promoter. sil∆::FRT

pAJ7-SpeI integrated between ISC1 and HYR1
	This work
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