TABLE S2
Plasmids used in this study


	Plasmid
	Relevant genotype
	Reference

	

	Cloning vectors
	
	

	pYIplac211
	Cloning, integrative vector URA3 AmpR
	(Gietz and Sugino 1988)

	pLS9
	Replicative vector expressing ScFLP1 (recombinase gene) for removing selection marker, PEPA1::FLP1::(3' UTR of HIS3) Cg CEN ARS, AmpR, nat1
	Lab collection

	pMZ21
	Replicative vector expressing ScFLP1 (recombinase gene) for removing the hygromycin marker, PEPA1::FLP1::(3' UTR of HIS3) Cg CEN ARS, AmpR, URA3
	Lab collection

	pAP599
	Cloning, integrative vector with 2 FRT direct repeats flanking a hygromycin resistance cassette [FRT-PPGK1::hph::3’UTRHIS3-FRT], AmpR, HygR, URA3
	(Domergue et al. 2005)

	pYC44
	Initial Integrative Vector pYC40::3UTRCTA::FRT AmpR NATR URA3
	(Yáñez-Carrillo et al. 2015)

	pYC46
	Recipient FLAG integrative Vector pYC44:FLAG AmpR NATR URA3
	(Yáñez-Carrillo et al. 2015)

	
	
	

	Plasmids integrated at -32kb from the telomere E-R

	pAP430

	Plasmid to integrate the protosilencer Sil2126 and URA3 at the intergenic region between C.g. ISC1 and C.g.HYR1.  Cloned into pYIplac211.  AmpR
	(De Las Peñas et al. 2003)

	pAP509
	Vector to integrate URA3 at the intergenic region between C.g. ISC1 and C.g. HYR1. A 0.686 kb PstI-SalI PCR fragment (Primers #962, #963) carrying the intergenic region between C.g. ISC1 cloned into pYIplac211. AmpR
	(Rosas-Hernández et al. 2008)

	pAP571
	A 1792pb deletion (nucleotide 334 to 2126) from the 3’ end of Sil2126 in pAP430
	(Juárez-Reyes et al. 2012)

	pAP572
	A 2020 deletion (nucleotide 106 to 2126) from the 3’ end of Sil2126 in pAP430
	(Juárez-Reyes et al. 2012)

	pAJ7
	A 262pb deletion from the 5’ end of Sil2126 (nucleotides 1-262) in pAP430
	(Juárez-Reyes et al. 2012)

	pAJ33
	A 204pb deletion from the 5’ end of Sil2126 (nucleotides 1-204) in pAP430
	(Juárez-Reyes et al. 2012)

	pAJ59
	An internal deletion of 58pb from nucleotide 204 to 262 of Sil2126 in pAP430
	(Juárez-Reyes et al. 2012)

	pAJ51
	Vector to integrate Sil2126-URA3 at 26 kb from left telomere of chromosome C. A 587 pb PstI-SalI PCR fragment (Primers #867, #866) of a region of chromosome C, replacing PstI-SalI integration sequence of pAP430. AmpR
	(Juárez-Reyes et al. 2012)

	pAJ53
	Vector to integrate Sil2126-URA3 at 23 kb from left telomere of chromosome I. A 475 pb PstI-SalI PCR fragment (Primers #871, #870) of a region of chromosome I, replacing PstI-SalI integration sequence of pAP430. AmpR
	(Juárez-Reyes et al. 2012)

	pAJ55
	Vector to integrate Sil2126-URA3 at 19 kb from right telomere of chromosome K. A 658 pb PstI-SalI PCR fragment (Primers #874, #875) of a region of chromosome K, replacing PstI-SalI integration sequence of pAP430. AmpR
	(Juárez-Reyes et al. 2012)

	
	
	

	Plasmids for deletion of cis-acting elements

	pAJ25
	Sil2126 deletion vector. A 1025pb KpnI-XhoI fragment (Primers #339, #340) and a 935pb BamHI-SacI fragment (Primers #337, #338), cloned into pAP599 on either side of hph marker
	(Juárez-Reyes et al. 2012)

	pLF11
	NE deletion vector. A 208pb BamHI-SpeI fragment of 3’UTR of EPA1  (Primers #1758, #1757) and a 950pb XhoI-KpnI fragment of 3’UTR of EPA2 (Primers #1759, #1795), cloned into pYC44 on either side of  NAT cassette
	This work

	
	
	

	Plasmids for the replacement of the intergenic regions between EPA genes

	pLF60
	Replacement of the intergenic region between EPA1 and EPA2. A 631bp PstI-EcoRV fragment of 3’UTR of EPA1 (Primers #2303, #2304) and a 486bp XhoI-KpnI fragment of 3’UTR of EPA2 (Primers #2305, #2306) cloned into pYC44 on either side of NAT cassette
	This work

	pLF70
	Replacement of the intergenic region between EPA2 and EPA3. A 512bp SacI-SacII fragment of 3’UTR of EPA3 (Primers #2307, #2308) and a 583bp SpeI-BamHI fragment upstream of EPA2 (Primers #2309, #2310) cloned into pYC44 on either side of NAT cassette
	This work

	
	
	

	[bookmark: _GoBack]Plasmids used to tag Rap1 and Abf1 proteins

	pCI24
	Vector to tag Rap1 protein in the C-terminal with Flag epitope. A 1254bp SacI-BglII fragment of C-terminal of RAP1 (Primers #1613, #1614) and a 455bp XhoI-KpnI of 3’UTR of RAP1 (Primers #1615, #1616) cloned into pYC46 on either side of NAT cassette   
	This work

	pGH3
	Replicative vector PMT1::c-Myc-Linker::3’UTRHIS3, Cg CEN ARS, NATR
	Lab Collection

	pGH8
	Vector to tag Abf1 in the N-terminal with c-Myc. A 1440bp ClaI ABF1 ORF (Primers #2353, #2354) cloned into pGH3 
	This work

	
	
	

	Plasmid used to construct abf1-43 strain

	pCI32
	A fragment of 940bp BamHI-SacI corresponding to the abf1-43 partial allele (Primers #1559, #1880) and a 750bp KpnI-XhoI fragment corresponding to the 3’UTR of ABF1 (Primers #1561, #1562) cloned into pYC44 on either side of NAT cassette
	This work
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